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<AA€AACAA<^ACAOCATAAOOCTOCTCCTCgTCOCAT^^ 

.aftftftflKJC£££££Iftftft€REH i iXOXI£flJtCXVXAXV£AV C 

XCAAATACOOOQG^OOCrrrAACAgACA^ AU AAO CmrC X V. A U CA U AT 

XHlAEALRERKEEIICRQKQOEeCLH LLTLLLQC AEAVSAO 

AMI A^IAAGAAOCAAACAACXJ'Al ViUCAlUAGATCTCTCACTTATCA^ IXJCCAAOCTATtrrCACOCACATTACPCAAg 
HLEEAHKLLLEISQLSTPYCTSASRV AAYFSEAKSAALL 
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»t-AEKVCMt-OTCRLMVRKREAVAVK«LQKSLYOVTCSO A 
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SCR bZIP-like domain PAVQTOTAEALRERKEEIKRQKQ D 

GCN4 (yeast) LKRARNTEAARRSRARKLQRMKQ L 

TGA1 (Arabidopsis) RRIAQNREAARKSRLRKKAYVQQ L 

C-Fos (RlOUSe) IRRERNKMAAAKCRNRRRELTDT L 

C-JUN (human) RKRMRNRIAASKCRKRKLERIAR ^ JL 

CREB (human) VRLMKNREAARECRRKKKEYVK£T L 

Opaque-2 (maize) KRKESNRESARRSRYRKAAHLKE L 

OBF2 (maize) MRQIRNRDSAMKSRERKKSYIKD L 

RAF-1 (rice) RRMVSNRE S ARRSRKKKQAHLAD L 
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SCR VHIXD domain 1 

SCR . AFEKEDSVHIIDLDIMQGLQWPGIjFHII'ASRPGGPPHVRLTGIj 

F13896 AVKNESFV^^^^ 

Z37 192 ^GEKMVHVXDLDASEPAQm^^SRPEGBPHLRITGV 

Z2S64S AIKGEEEVHIIDFDINQGNQYMTI.IRSIA 

D41474 IHVIDFXLGVGGQWASFLQELAHRRG 

T18310 



VHIIXFXLMQGLQWPALMDVFSARKGGPPKLRITGI 



MetAlaGluSerGlyAspPheAsnGlyClyGlnProProProHisSerProLcuArgThr 

ThrSerSerGXySerSerSerSerAsnAsnArgGXyProProProProProProPr 1 Pro 

I^uValMetValArgLysArgl^uAlaSerGluMet^erSerAsnProAspTyrAsnAsn 

SerSerArgPr^ProArgArgVAlSerHisLeiiLeuAspSertenTyrAsnThrValTte 

ProGlnGlnProProSerl^uThrAlaAlaAlaThrValSerSerGlnProAsnProPro 

LeuSerValCysGlyPheScrGlyLeuProValPheProScrAspArgGlyGlyArgAisn 

VaXMetJtetSerValGXnProMetAspGlnAspSerSerSerSe^ 

ValTrpValAspAlallelleArgAspLeuIleHtsSerSerThrSerValSerllePro 

GlnlieulleGlnAsnValArgAspXlellePheProCysAsnProAsnLeuGlyAlaLcu 

I^uGluTyrArgLetiArgScrI#euMctXeuI^iiAspProSerSerscrSerAspProScr 

ProGlnThrPheGluProI^uTyrtlnlleScrAsnAsnProSerProProGLnGlnGln 

GlnGliiHlsGlnGlnGlnGlnGlnGlnHisLysProProPjroProProIleGlnGlnGln 

GluArgGXuAsnSerSerThrAspAlaProProGlnProGlul^valThrAlaThrVal 

-ProAlaValGlnThrAsnThrAlaGluAlaLeuArgGluArgLysGluGlulleLysArg 

GlnLysGlnAspGluGluGlyLeuHisI#eoLeuThrI.euLeuLeuGXnCysAlaGluAla 

ValSerAlaAspAsnl^uGluGluAlaAsnLysI^ut^uI^uGluIleSerGlnLeuSer 

ThrProTyrGlyThrSerAlaGlnArgValAlaAlaTyrPheSctGliiAlaMetSerAla 

Argl^uI^iiAsnSerCystreuGlylleTyrAlaAlaLeuProScrArgTrpMetProGln 

ThrHisSerLeuLysMetValSerAlaPheGlnValPheAsnGlylleSerProLeuVal 

LysPheSerHisPheThrAlaAsnGXnAXaXXeGXnGXuAXaPheGXuLysGXuAspSer 

ValHisIlelleAspLeuAspIleMetGlnGlyLeuGlnTrpProGlyLeuPheHisIle 

LeuAlaSerArgProGlyGlyProProHisValArgLeuThrGlyLeuGlyThrSerMet 

GluAlaLeuGlnAlaThrGlyLysArgLeuSerAspPheThrAspLysLeuGlyLeuPro 

PheGluPheCysPrbLeuAlaGluLysValGlyAsnLeuAspThrGluArgLeuAsnVal 

ArglfysArgGluAlaValAlaValHisTrpLeuGlnHisScrLeuTyrAspValThrGly 

SerAspAJLaHisThrLcuTrpLeuLeuGlnArgLeuAlaProLrysValValThrValVal 
GluGlnAspLeuSerHisAlaGlySerPheLeuGlyArgPheValGluAlallcHisTyr 
TyrSerAlal^uPheAspSerl^uGlyAlaSerTyrGlyGluGluSerGluGluArgHis 
ValValGluGlnGlnLeuLeuSerLysGluIleArgAsnValLeuAlaVaXGlyGlyPro 
SerArgScrGlyGluValLysPheGluSerTrpArgGluLysMetGlnGlnCysGlyPhe 
LysGlyllcSerLeuAlaGXyAsnAlaAlaThrGlnAlaThrLeuLeuLeuGlyMctPhe 

ProSerAspGlyTyrThrl^euValAspAspAsnGlyThrLeuLysLeuGlyTrpLysAsp 
LeuSerLeuLcuThrAXaSerAlaTrpThrProArgSerSTOP 
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asooGrncr TCaxQc?rrr ctog&gacaa tcaaccatia. citcq^agit 

P F L PRF VETM NHY LAV 
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OGc^asAGOC a2&333ixx: axasarcrr actemcaigc jfls^uriGiA 

GT SP T GP ELL TYMH I L Y 

TCASGOCIQC OCTEKITrCR. MfTTOOSTEft. TCftKTCIGCT AMX33M3CIA 100 
E AC PYFK FGY ESA N G A I 

TftQCIGAftGC 1X31GA?iGAfiC GAARGTPTI^G TOCJO^TTKT CGKTnDCftG ISO 
ABA VKN ESF'V HII DFQ 

ATnciCAftG GTQCSECAMIG G3IGAGTTIG ATXXGQX3CIC TIG3IQCTAG 200 
ISQG G Q W -V S L I R A L G A R 

AOTGSIQGA OCSCOSftftOG TIS^GGKEAAC Q33AATHAT GKT0O3RGKP 250 
PGGPPNVRITGI DDPRS 

OaXDGTTIGC ia3ICAAG3A GSOTCAGr T&GTTO3ACA AAGACTTOQS 300 
SFA RQG G L E L V G Q R L G 

AAGCIftGCIG AAA3GIG033 TSTTOOGTIT GAGTIOCAIG GAGCIQCTIT 350 
KLAE MCG V PF E FHG A A L 

KIGCIGCftOG GAAGICGAAA TOGftGAfiQCT AQGAGTTAGA. AKTGGAGAAG 400 
CCT EVEI EKL GVR NGEA 

OGCICQCJOGT TAACTIOXG CTIGTICITC ACCACA3GCC TX3A3GAGAGG? 450 
LAV N F P LVLH HHP DBS 

GEAACIGIQG ^GAATCACAG AGA33AGATIG TIGAGATIQG TC2AACACTT 500 
VTVE NHR DRL L R L V K H L . 

GICACCAAAC GITCKaCIC TQoTIGAGCA. AGAAQCGAAT ACAAACACIG 550 
SPN VVTL VEQ EAN TNTA 
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*TTCE&ATC3iA TftGKIGIGAA ACT3GCTW3A GATCACAfcGG AAftQGKICftA. 
FESI DVK I» A R DH K E R I N 

V E Q HCLA REV VNL IACE 

AM3GEEGTIGA AAGAS&GAG A09CRO3M3C CRCT&GOSftA ATOGaGSTCT 
GVE REE RHEP LGK WRS 



033TTICACA TCX3QQ93&IT TAMDCXSIKT OCTITDGAGCT 

R FHM AGF KPY PLSS Y V N 



Tti kgll esy sek YTLE 

A^OAftGMSV TQGftGCKTlG •IKITEaQSAT GSAAGAftHJCA JOTTCTEKIC 
ERD G AL YLGW KNQ P L I 

20TCITGIG CTTGGAGGEA. J^SBATftftAA /£!CTK5riOG GTriC&GAftG 
TSCAWRX 

AGKFEAG&AA CTICTrTTAA AGITIGCftGA AKJEGTTIGT 
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^ ACRAGTIGIC AAATCTIGm GTCAGTAAGIG 1050 



M3KTGTIGAT GACOCAMAA AAAAAAAAAA. AAAAA 
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^ccmon l«dSfi7890 12311^1 ^SCT^. 
QCT flGGAftG GRGAG&&GMT GGCT C&IGIG j^TTOKTCT^ AT3CTTC3GA 
AMEG E KM VHV IDLD A S E 

(XERGCTCftA TO3CTIGCrr TQCITCftftGC TTTEJOCT MC^CTS^SG 

Taq w l a l l Q a f n s r p e g 
(^rpxaocnxzA. ttig&gaatc aciggigtic atc&ccegaa. gs&agtgctt iso 

t, rr t. R I TGVH H Q K E V u 
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9 ..nrwY^TP TY5AGI!AG3IT AGACTStfTIA AKCGIftGAAC 

I L N V E Q 

I AGTTQ0G33T TA&A&CAGGA OCJGTTftGCIC G3TICTIOA. 

| LRVKTGEALAVSSVLy 

MS H GSA AEAR END 

AACAAT0Q3GT ATAGQQCEAG CX-GTGftCIOG GCJCICftTCIT TQOCTTTftOC 
N N G Y S P S G D S A S S L 

££GTICAG3A. AOGftCIGKEA. GCTKXH3CAA TOClMriTOG Q3ITIX3TCTC 
SSG RTD S FLN A I W GLSF 

O^AQSTCAT GGIQGK3CT GAGCA&GACT C&GAQCACAA. 0G3CTCX3MIA 
KVM VVT EQDS DHN GST 
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SSSES^T SHUSF 01 *' cw^wKaia tagtttctat ccaaggagac 5d 

CCTTCTCAGA 6AATC6CAGC TTACATGGTG GAAGGTCTAG CTGCAAGAAT -, ™ 

SSSSSS? 2?^^°* ATTGAAATGC AAAGAGCCTC J™ 

CTTCGGATGA GAGGCTTGCA GCTATGCAAG TCCTGTTTGA AGTCTGCCCT T^ 0 

^^ CAAGT TCGGGTTTTT AGCAGCTAAT GGTGGGAXAC TTGAAGCAAT ?2° 

CAAAGGTGAA GAAGAAGTTC ACATAATCGA TTTOGATATA AACCAAGGGA ?nS 
ACCAATACAT GACACTGATA jCGAAGCATTG CTGAGTTGCC TGGTAAACGA 
CCTCGCCTGA GGTTAACAGG AATTGATGAC CCTGAATCAG TCCAACGCTC 

CATTGGAGGG CTAAGAATCA TCAATCTAAG ACTOGAGCAA CTCGCAGAGG ISn 

ATAATGGAGT ATCCTTCAAA TTCAAAGCAA TGCCTTCAAA GACTTOGATT Rnn 
GTCTCTCCAT CAACACTCGG TTGCAAACCA GGAGAAACCT TAATCAGTGA 

ACTTTGCATT CCAACTTCAC CACATGCCTG ACGAGAGTGT CACAACAGTA %nn 

AACCAGCGGG ACGAGCTACT TCACATGGTC AAAAGCTTAA ACCCGCTTGT «n 

0 CACGGTCGTT GAACAAGACG TGAACACAAA CACTTCACCG ^TCTTTCCCA 700 
jp GATTCATAGA GGCTTACGAA TACTACTCAG CAGTTTTCGA -GTCTCTAGAC 750 
lU ATGACACTTC CAAGAGAAAG CCAAGAGAGG ATGAATGTAG AAAGACAGTG SOO 

01 TCTCGCTAGA GACATAGTCA ACATTGTTGC TTGCGAAGGA GAAGAACGGA * 8 50 
yf TAGAGAGATA CGAGGCTGCG GGAAAATGGA GAGCAAGGAT GATGATGGCT QOO 
yi GGATTCAATC CAAAACCAAT GAGTGCTAAA GTAACCAACA ATATACAAAA 9 so 
03 CCTGATAAAG • CAACAATATT GCAATAAGTA CAAGCTTAAA GAAGAAATGG 10OO 
Ifl GTGAGCTCCA TTTTTGCTGG GAGGAGAAAA GCTTAATCGT TGCTTCAGCT 105O 

TGGAGGTAAG ATAAGTGACA AGAGCATATA GTCTTTATGT TTCATAAAAC 1100 
p ATAATTATGT TTTTACTGTA ATCTTGGGTT ATTGTGTAAC TGGTTAAATC 
m ATCTCCATGT ATTATTACCA GAGGTTAGGG GTGATCACAG GTACTAAAAG 
£7 CTAATCTAAC ACTTATGGAA GAATTTTTCT TTCTTTTTTT TCCCTATTAT 
'„ ATAAAAATAA TTAGAGTTTT GGTTCTAAAC CTATTTGCTA AGTGTGAATG 

- AGTCTTTACA TGTTCATATT TCAGTTCAAA TGGTTAAATT TGTTAAGGTT nsn 
w CTCACTTAAA AAAAAA 
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Tl S V KGY NHV HIID FSL 

MQG LQWP A L M DVF SARE 

^Q33H33332 A0CAAAQC3C CGAATCACAG GCATK3300C QAAOCO^KDV 
GGP P.KL R ITG I G. P N P I . 

GGRD ELH EVG I R L A KYA 

ncACI033IG QOTfln^TOOTira G3GAGICB3T GICGASCAAC 
H S V GIDF T FQ GVC VDQL 

TKS^rftQGflT GIG0G&CK33 ATGCTTCIC& AAOCAATCAA i^QGAGAQQCA 
DRL CDW M L L K PI K GEA 

GTIGOCSflAA ACTCX3CDCCT AC&ACIOCAT OGCCIOCIOG TIGAQCCAGA. 
VAIN S I L QL H RLLV DPD 

TOCAAAC0CA GIOSTO000G CAOCAATAGA TATCCT0CIC AAATIG3ICA 
ANP VVPA PID ILL KLVI 

1CAAGATAAA CCOCAIGATC TICAOGGIGG TIGAGCATCA Q3C&GATCAC 
KIN PMI FTV V EHE ADH 

NRPP LL E RFT NALF HYA 

GAQCATOITr GACICTITCG AQQ0CATX3CA TOGTIGEAQC AGIGGfTAGAG 
TMF DSLE AMH RCT SGR D 

JOJCA00GA CICACICACA GAGGIGEAOC TIOGAQGIGA. GATlTi'iGAC 
ITD SLT E VYL RGE IFD 
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CCCAACTTGG G^GCCCTTC CTCCGCTCOS §™^£ SSSSftOC 
CTCCTCCTCG CACTCGCCGA fAGC^O^T ^ TTCTCTG&OC 

GCCGCTCGAC GTTGCCCTCA AGCTTG^C gagj*^ GC GCTTCI?TG 
TGTCACCTGT GGTCCJgTTC ^g^^ TGACTTTGAT 

ATGAGATTGG TGGCATGGCA AOTTCCTCGA ^^^K; TTGCCCACCG 
CTCGGTGTTG GTGGTCAGTG fGCOTOOTC Jg^^, ACGGC TTTCA 
CCGGGGAGCT GGRGGTATGG CCTTCC^ GTX^ ^ CCAG GAIAAC 
TGTCGACTGC TTCTCACCAT CCACTGGA^ TCAATGCCGT 
CTCTCTCAGT TTGCOGCAGA GCT^GAATX ^J^^^ TCTGGTGATG 
SgTCTTGAT GCATTCAATC CTOOGGAATC TGCACCACCG 

SaSag. ctttgtccta aggt^tcgt 

GGCTATTGAT C 
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TTTTTTTTTT TTTTT^T TTTT^TTTT TA^GCAA Og^* 
ATATTAATTC TGTACCACAC AACCATTTGA JJJgJJJgJg CTAATTGAGC 
TCTCTACTCA TAAGCAGTGT TTCCAATGAG ATGATCATG^ 
AGAGCATGGC AACAACCTAA AGCAA^J^ TAAGCTGCAA CGAAAAGCAA 
CAATATTCCT AAATCCACTA GGCTAGCTOA ^cattTAAT 
TATGAAGAGT TCAACAGCTC AAGACAACAA cAAACGGTGG 
TGCAAGAATA AATGGACATT ACTGGAGTGG gg^^ cc GC CAAGATGA 
TGGAACCTTG GTGGAGTGAA GCTTATGGCT g*™^ GCAGCTCCGC 
TATGGATACA AGCTCCCCAC GCTGCCAGTA GAGGC AGTCT 
GTTTCTCCAC ATGGAATCCT CGGACCTGCA CCSfc^xi. 
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FIG. 15A 



Old New 

Name Hame 

Scr SCR 

3989 • SRPo3 

12398 SRPa6 

4871 SRPaS 

11846 SRPo4 

2504 SRPo2 

3935 SRPaJ 

11261 * SRPalO 

713 SRPol 

10964 • SRP&9 

23196 I*L KVIXCHLVAE STKRRIKIRP IXDINDSGFL GFWSWIHMGS SRPal2 

Xfl SRPa8 

Xf 4 . SRPa2 

18310 SRPml 

18652 SRPall 

4818 SRPa4 

21729 • SRPa7 

1110 SRPal 

174 SRPbl 

33/08 SRPal3 
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Scr 
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11846 - 

2504 

3935 
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10964 

23196 YPDGFPGSMD ELDFNKDFDL PPSSNQTLGL ANGFYLDDLD FSSIDPPEAY 
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4871 

11846 - • 
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23196 PSQNNNNNNI NNKAVAGDLL SSSSDDADFS DSVLKYISQV LMEEDMEEKP 

Tfl 
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18652 

4818 

21729 

1110 

174 

33/08 
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FIG. 15D 



Scr MAESGDFNGG QPPPHSPLRT TSSGSSSSNN R6PPPPPPPP LVMVRKRLAS 

3989 

12398 

4871 

11846 • 

2504 . . • 

3935 

11261 

713 • 

10964 

23196 CMFHDALALQ AAEKSLYEAL GEKDPSSSSA SSVDHPERLA SHSPDGSCSG 

Tfl 

Tf4 

18310 

18652 

4818 

21729 

1110 • 

174 

33/08 TSDSA SSFNIPTSAQ NHYATGSFST 
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|< Motif I >| 

EMSSNPDYNN SSRPPRRVSH LLDSNYNTVT PQQPPSLTAA ATVSSQPNPP 



GAFSDYASTT TTTSSDSHWS VDGLENRPSW LHTPMPSNFV FQSTSRSNSV 



Tfl •MKRDHHQFQ GRLSNHGTSS SSSSISKOKM MMVKKEEDGG 



.MKRDHHHHH QDKK TMMMNEEDDG 



NSRTTNVATA TTNSATAHWV ATDAEHTDTI IAQP 
51 
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FIG. 15F 



Scr LSVCGFSGLP VFPSDRGGRN VMMSVQPMDQ DSSSSSASPT VWVDAIIRDL 

3989 • 

12398 . • • • 

4871 

11846 • 

2504 

3935 

11261 

713 

10964 

23196 TGGGGGGNSA VYGS6F6DDL VSNMFKDDEL AMQFKKGVEE ASKFLPKSSQ 

Tfl GNMDDEMAV LGYKVRSSEM AEVALKLEQL ETMMSNAQED GLSHLATDAA 

Tf4 NGM.DELLAV LGYKVRSSEM ADVAQKLEQL EVMMSNVQED DLSQLATETV 

18310 

18652 

4818 * 

21729 D 

1110 . i 

174 

101 150 



FIG. 15G 



Scr IHSSTSVSIP QLIQNVRDII FPCNPNLGAI* LEYRLRSLML LDPSSSSDPS 

3989 

12398 

4871 

11846 

2504 • • 

3935 

11261 

713 

10964 

23196 LFIDVDSYIP MNSGSKENGS EVFVKTEKKD ETEHHHHHSY APPPNRLTGK 

Tf 1 HYNPSELYSW LDNKLSELNP PPLPASSKGI* DPVLPSPEIC GFPXSDYDLK 

Tf4 HYNPAELYTW LDSMLTDLNP P....SSNA EYDLK 

18310 

18652 

4818 

21729 LTSVNDMSLF GGSGSSQRYG LPVPRSQTQQ QQSDYGLFGG IRMGIGSGIN 

1110 • 

174 
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PQTFEPLYQI SNNPSPPQQQ QQHQQQQQQH KPPPPPIQQQ ERENSSTDAP 



KSHWRDEDED VEERSNKQSA VYVEESELSE MFONMFLCGP GKPVCILNQN 

VIPXHAIYQF PAIDSSSSSN NQ NKRLKSCSSP DSMVTSTSTC 

AIPGDAILNQ FAIDSASSSN QGGGGDTYTT NKRLKCS , 



NYPTLTCVPC IEPVQNRVHE SENMLNSLHE LEKQLLDDDD ESGGDDDVSV 



201 



250 
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|< bZIP like domain *| 

| < Motif II (dimerization) 

PQPETVTATV PAVQTNTAEA LRERKEEIKR QKQDEEGLHL LTLIXQCAEA 



. AAIFYG HHHHTPPPAK RLNPGPVGIT 



NFPTESAKW TAQSNGAKIR GKKSTSTSHS NDSKKETADL RTLLVLCAQA 
TQIGGVIGTT VTTTTTTTTA AAESTRSVIL VDSQENGVRL VHALMACAEA 
• . •NGWE TTTA TAESTRHWL VDSQENGVRL VHALLACAEA 



ITNSNSDWIQ NLVTPNPNPN PVLSFSPSSS SSSSSPSTAS TTTSVCSRQT 
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FIG. 15 J 
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Motif II (dimerization) • — »| 

VSADNLEEAN KLLLEISQLS TPYGTSAQRV AAYFSEAMSA RLLNSCLGIY 



EQLVKAAEVT ESDTCLAQGII- ARLNQQLSS PVGKPLERAA FYFKEALNNL 



VSVDDRRTAN EMLRQIREHS SPLGNGSERL AHYFANSLEA RLAGTGTQIY 
IQQNNLTIAE ALVKQIGCLA VSQAGAMRKV ATYFAEALAR RIYRLSPPQN 
VQKENLTVAE ALVKQIGFLA VSQIGAMRQV ATYFAEALAR RIYRLSPSQS 



• GT 



VMEIATAIAE GKTEIATEIL ARVSQTPNLE RNSEEKLVDF MVAALRSRIA 
• • .LSMVNEL RQIVSIQGDP SQRIAAYMVE GLAARMAASG KFIYRALKCK 
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FIG. 15K 



|< Motif III (SCR VHIID) 

Scr AALPSRWMPQ THSLKMVSAF QVFNGISPLV KFSHFTANQA IQEAFEKEDS 

3989 LYRNKALL DEIGGMATSC 

12398 * ill 

4871 LHNVSQTLSA CSLIFKVAAY KSFSEISPVL QFANFTSNQA LLESFHGFHR 

11846 

2504 

3935 •* AMEGEKM 

11261 

713 

10964 

23196 TALS. . .SKK TSAADMLKAY QTYMSVCPFK KAAIIFANHS MMRFTANANT 

Tf 1 QIDHCLSDT LQ MHFYETCPYL KFAHFTANQA ILEAFEGKKR 

Tf4 PIDHSLSDT LQ MHFYETCPYL KFAHFTANQA ILEAFQGKKR 

18310 HA SVKGYN...H 

18652 • ANVE ILEAIAGETR 

4818 SPTGPELLT YM HILYEACPYF KFGYESAMGA IAEAVKNESF 

21729 SPVTELYGKE HLISTQL. . • • -LYELSPCF KLGFEAANLA ILDAADtfNDGGMMI 

1110 EPPSDERLA. • • • AM QVLFEVCPCF KFGFLAANGA ItiEAIKGEEE 

174 • 
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— Motif III (VHIID) >|< Motif IV 

VHIIDLDIMQ GLQWPGLFHI LASRPGGPPH VRLTGLGTSM EA LQ 

IHVIDFDLGV GGQWASFLQE LAHRRGAGGM ALPLLKLTAF MSTASHHPLE LH 



LHIIDFDIGY GGQWASLMQE LVLRDNAAPLSLKITVFASPA NHVQLELG. . 



VHVIDLDASE PAQWLALLQA FNSRPEGPPH LRITGVHHQK EVLE 



IHIIDFGISY GFQWPALIHRLSLSRPGGSPK LRITGIELPQ RGFRPAE 

VHVIDFSMNQ GLQWPALMQA LALREGGPPT FRLTGIGPPA PDNSDHLH • • 
VHVIDFSMSQ GLQWPALMQA LALRPGGPPV FRLTGIGPPA PDNFDYLH. . 
VHIIDFSLMQ GLQWPALMDV FSAREGGPPK LRITGIGPNP IGGRDELH. . 

VHIIDFQIAQ GSQYMFLIQE LAKRPGG PPLLRVT GVDDSQSTYARGGGLS 

VHIIDFQISQ GGQWVSLIRA LGARPGG PPNVRIT GIDDPRSSFARQGGLE 

VHIIDFDINQ GNQYMTLIRS IAELPGK RPRLRLT G IDDPES VQRS IGGLR 

PHVIDFDIGE GGQYVNLLRT LSTRRNGKSQ SQNSPWKIT AVANNVYGDCLVDDGGEERLK 
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| < Motif V 

Motif IV >| 

ATGKRLSDFT DKLGLPFEFC PLAEKVGNDL TERLNVRKRE AVAVHWL. . • 
LHLTQDNLSQ FAAELRIPFE FNAVSLDAFN PAESISSSGD EWAVSL 

FTQDNLKHFA SEINISLDIQ VL. .SLDLLG SISWPNSS.. EKEAVAVN I S 

KG6AF APSTWTA. 

QMAHRLIEEA EKLDIPFQFN PWSRLDCLN VE. • .QLRVK TGEALAVSSV 
K KWETITLDEL MINPGETTW 



EFRRQVIAWL DTVSDTMFRL STTQLLRNGE TIQVEDLKLR QGEYVWNSL 
EVGCKLAQLA EAIHVEFEYR GFVANSLADL DASMLELRPS DTEAVAVNSV 
EVGCKLAHLA EAIHVEFEYR GFVANTLADL DASMLELRPS EIESVAVNSV 
EVGIRLAKYA HSVGIDFTFQ GVCVDQLDRL CDWML.LKPI KGEAVAINS I 
LVGERLATLA QSCGVPFEFH D • • • AIMSGC KVQREHLGLE PGFAVWNFP 
LVGQRLGKLA EMOGVPFEFH G. • .AALFCT EVEIEKLGVR NGEALAVNFP 
AVGDLLSQLG DHSISVSFNV V...TSLRLG DLNRESLGCD PDETLAVNLA 
IIGLRLEQLA EDNGVSFKFK A. . .MPSKTS IVSPSTLGCK PGETLIVNFA 
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Motif V 
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• QHS. 



.AA. 



.P VG. 



R SL 

LQLHTFIASD DDLMRKNCAL RFHNNPSGVD LQRVLMMSHG SAAEARENDM 
NCIHRLQYTP DE 



FRFRNLL. • . 
FELHKLLGRX 
FELHKLLGRP 
LQLHRLLVDP 
YVLHHM. . .P 
LVLHHM. • .P 
FKLYRV. ..P 
FQLHHM. • .P 
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DE* 
GG. 
GA. 
DA. 
DE. 
DE. 
DE. 
DE. 
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FIG. 150 



Motif V >| |« Motif VI 

Scr LYDVTGSD AHTLWLLQKL APKWTWEQ DLSHAGS • FL 

3989 CSARAPPL PAILRLVKQL CPKVWAIDH GGDRADLPFS 

12398 

4871 SFSHLPLV LRFVKHLSPT IIVCSDRGCE RTDLPFSQQL 

11846 • . . . Q EADHNKTGFL 

2504 • NGGAFAPST WTARSLPVPSSPST DSF 

3935 SNNNGYSPSG DSASSLPLPSSGRT DSFLNAIWGL SPKVMWTEQ DSDHNGSTLM 

11261 TVSLDSPR DTVLKLFRDI NPDLFVFAEI NGMYNSPFFM 

713 NGSYNAPFFV 

10964 AYNAPFFV 

23196 TVLVNSPR DAVLKLIRKI NPNVFIPAIL SGNYNAPFFV 

Tfl I EKYLGWKQD TGDFHXWXRQ EPNHNGPGFL 

Tf4 1 DKVLGWNQI KPEIFTWEQ ESNHNSPIFL 

18310 NPWPAPI DILLKLVIKI NPMIFTWEH EADHNRPPLL 

18652 SVSVEKYR DRLLHLIKSL SPNLVTLVEQ EDNTNTSPLV 

4818 SVTVENHR DRLLRLVKHL SPNVVTLVEQ EANTNTAPFL 

21729 SVCTENPR DELLRRVKGL KPRWTLVEQ EMNSNTAPFL 

1110 SVTTVNQR DEIXHMVKSL NPKLVTWEQ DVNTNTSPFF 

174 
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Motif VI 

GRFVEAIHYY SALFDSLGAS 
QHFLNCFQSC VFLDSLDAAG 



Y. .GEESEER HWEQQLLSK EIRNYLAVGG 
I. .DADSA. . CKIERFLIQP RVEDAVIG. . 
.SLEPN Xj. .DRDSKER IjRVERVLFGR RIMDLVRSDD 
AHSLHSHTAL FESLDAVNAN L. .DAM. . . . QKIERFLIQP EIEKLVU). . 
DRFTEALFYY SAVFDSLDAA N . . NNNNNNN QRMEAEYLQR EICDIVCGEG 



ERTJiF.SLYTY 
TRFREALFHY 
TRFREALFHY 
TRFREALFHF 
TRFREALFHY 
DGXTESLHYY 
DRFTESLHYY 
ERFTNALFHY 
SRFVETLDYY 
PRFVETMNHY 
GRVSESCACY 
PRFIEAYEYY 

601 



AALFDCLETK 
SSLFDMFDTT 
SAIFDMLETN 
SS I FDMLETI 
SAVFDMCOSK 
STXFDSLEGX 
STLFDSLEGV 
ATMFDSLEAM 
TAMFESIDAA 
LAVFESIDVK 
GALLESVEST 
S AVFE SLDMT 
•RXFDSLEHD 



V. .PRTSQDR 
IHAEDEYKNR 
I. • PKDNEQR 
V. • PREDEER 
L. .AREDEMR 
• . .PNSQD. • 
• • • PSGQO . • 
HRCTSGRD I T 
R. • PRDDKQR 
L. .ARDHKER 
V. • PSTNSDR 
L. • PRESQER 
A. • SKGEPRE 



IKVEKMLFGE 
SLLERELLVR 
LLXESALFSR 
MFLEMEVFGR 
LMYVFEFYGR 
KLMSEXYLGX 
KVMSEVYLGK 
DSLTEVYLRG 
ISAEQHCVAR 
INVEQHCLAR 
AKVE.EGIGR 
MNVERQCLAR 
DERGRXCLAR 



EIKNIISCEG 
DAMRVXSCEG 
E.XNVISCEG 
EALNVTACEG 
EIVNWASEG 
QICNLVACEG 
QICNWACDG 
EXFDZVCGEG 
DIVNMIACEE 
EVENLIACEG 
KLVNAVACEG 
DIVNIVACEG 
NIVNIVXCKX 
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PSHscKVK* .»« SSSSJ SS!::S£ 8KJS& 

.RHKA..Q KAIAWRS VFAATGFKPV YAVS QAKLLLWNYN 

«K! f^SSSSL Sakclvortp 

iggiS;. ..Mam fitkmlsav pw....si» 



FERRERHE. « 
AERFARPE • - 
I^ERMERPE. 
WERVERPE • 
TERVESRE • 
PDRVERHE . 
PDRVERHE • 

SARTERHE. 

SERVERHE • 

VEREERHE. 

IDRIERCE. 

EERIERYE- 

EERIERYE « 
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♦KLBKWSQ RIDIAGFGNV 
♦TYKQWRV RILRAGFKPA 
.TYKQWQV RNQRVGFKQL 
.TYKQWHV RAMRSGLVQV 

• TYKQWQA RLIRAGFRQI* 

* TLSQWGN RFGSSGIAPA 
> .TLSQWRN RFGSAGFAAA 
, .LFGHWRE RLTYAGLTQV 
, .VLGKWRV RMMMAGFTGW 
. .PLGKWRS RFHMAGFKPY 
. .VFGKWRM RMSMAGFELM 
. ♦ AAGKWRA RMMMAGFNPK 
. .VTGKWRA RMMMAGFSPR 



PLSY. • YAML 
TIS....KQI 

PFD..-.PSI 

PLE .KEL 

HLGS • * • NAF 
HIGS...KAF 
WFDPDEVDTL 
PVSTSAAFAA 

PLSSYVHATI 
PIiSEKIAESM 
PMSAKVTNNI 
PHSGRVTSNI 



QARRLLQGCG 
MKEAKEIVRK 
MKRARXEGQV 
MKTSLHKVHT 
MQNIiKLKIEN 
KQASMLLSVF 
KQASMLLALF 
KDQLIHVTSL 
SE. . . .MLK« 
KG....I^B* 
KS.-..RGNR 
QN. . . .UKQ 
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Motif VI >| 

• SDGYTLVD ♦ DNGTLKLGWK DLSLLTASAW TPRSX. 
VRGFH. .VEK RGAALTLYWQ RGELVSISSW RCX. * . 
YSTLYSLVES EPGFISLAWN NVPLLTVSSW RX. . . • 
VRGFH. •VEE KHNSLLLCWQ RTELVGVSAW RCRSSX 



FDGYR. .IKE ESGCAVICWQ DRPLYSVSAW RCRKX 

RYHRDFVIDS DNNWMLQGWK GRVIYAFSCW KPAEKFTNNN LNIX 

LPTRXFIIDE DNRWLLQGWK GRILFALSTW KPDNRSSSX 

FYHKDFVIDQ DNRWLLQGWK GRTVMALSVW KPESX 

GYDKNFDVDQ NGNWLLQGWK GRIVYASSLW VPSSSX 

NSGQGYRVEE SNGCLMLGWH TRPLITTSAW KLSTAAHX 

NGGEGYRVEE SDGCLMLGWH TOPLIATSAW KLSTNX 

• SGSGFNILV CDGSLALAWH NRPLYVATAW CVTGGNAASS MVGNICKGTN 

AYDKNYKLGG HEGALYLFWK RRPMATCSVW KPNPNYIGX 

SYSEKYTLEE RDGALYLGWK NQPLITSCAW RX 

VHPG.FTVKE DNGGVCFGWM GRALTVASAW RX 

QYCNKYKLKE EMGELHFCWE EKSLIVASAW RX. . 

DYCSKYKVKE EMGELHFSWE EKSLIVASAW SX 
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FIG. 16A 



SRPal (1110) 

CTTTGTCAATGGTAAATGAGCTGAGGCAGATAGTTTCTATCCAAGGAGACCCTTCTCAGA 
GAATCGCAGCTTACATGGTGGAAGGTCTAGCTGCAAGAATGGCCGCTTCAGGAAAATTCA 
TCTACAGAGCATTGAAATGCAAAGAGCCTCCTTCGGATGAGAGGCTTGCAGCTATGCi^AG 
TCCTGTTTGAAGTCTGCCCTTGTTTCAAGTTCGGGTTTTTAGCAGCTAATGGTGCGATAC 
TTGAAGCAATCAAAGGTGAAGAAGAAGTTCACATAATCGATTTCGATATAAACCAAGGGA 
ACCAATACATGACACTGATACGAAGCATTGCTGAGTTGCCTGGTAAACGACCTCGCCTGA 
GGTTAACAGGAATTGATGACCCTGAATCAGTCCAACGCTCCATTGGAGGGCTAAGAATCA 
TCGGTCTAAGACTCGAGCAACTCGCAGAGGATAATGGAGTATCCTTCAAATTCAAAGCAA 
TGCCTTCAAAGACTTCGATTGTCTCTCCATCAACACTCGGTTGCAAACCAGGAGAAACCT 
TAATAGTGAACTTTGCATTCCAACTTCACCACATGCCTGACGAGAGTGTCACAACAGTAA 
ACCAGCGGGACGAGCTACTTCACATGGTCAAAAGCTTAAACCCAAAGCTTGTCACGGTCG 
TTGAACAAGACGTGAACACAAACACTTCACCGTTCTTTC 

AATACTACTCAGCAGTTTTCGAGTCTCTAGACATGACACTTCCAAGAGAAAGCCAAGAGA 
GGATGAATGTAGAAAGACAGTGTCTCGCTAGAGACATAGTCAACATTGTTGCTTGCGAAG 
GAGAAGAACGGATAGAGAGATACGAGGCTGCGGGAAAATGGAGAGCAAGGATGATGATGG 
CTGGATTCAATCCAAAACCAATGAGTGCTAAAGTAACCAACAATATACAAAACCTGATAA 
AGCAACAATATTGCAATAAGTACAAGCTTAAAGAAGAAATGGGTGAGCTCCATTTTTGCT 
GGGAGGAGAAAAGCTTAATCGTTGCTTCAGCTTGGAGGTAAGATAAGTGACAAGAGCATA 
TAGTCTTTATGTTTCATAAAACATAATTATGTTTTTACTGTAATCTTGGGTTATTGTGTA 
ACTGGTTAAATCATCTCCATGTATTATTACCAGAGGTTAGGGGTGATCACAGGTACTAAA 
AGCTAATCTAACACTTATGGAAGAATTTTTCTTTCTTTTTTTTCCCTATTATATAAAAAT 
AATTAGAGTTTTGGTTCTAAACCTATTTGCTAAGTGTGAATGAGTCTTTACATGTTCATA 
TTTCAGTTCAAATGGTTAAATTTGTTAAGGTTCTCACTTAAAAAAAAA 



FIG. 16B 



gppaa 13935) 



GCAGA 
AATGT 
TTGCA 
CAGAA 
GCTGA 



GCAGAGAAACTCGATATCC^ 

rrcT< 

^GTT< 



PTGCATACCTTC] 
IAGAACAACCCT2 
3CTGAGGCACGT< 
3CCTCATCTTTG< 
TCTTTGTCTCCAi 
CTAATGGAGAGG 1 
ACAAAAGTTCCA 
GAGATCAAGAAC 
GAGAAATGGAGC 

GCGATGTTGC*GGCTAGGAGAT^ 



TTGCATACCTTCTTGGCCT<^ 

C^G AACAACCCTAGTGG AGTTGACTTGCAGAGAGTTC^i: AA ^^-^^^^ ^ rr^nswci a rwv: 
GCTGAGGCACGTG AGAAT 
GCCTCATCTTTGCCTTTi 
GGTTTGTCTCCAAAGGT< 
CTAATGGAGAGGCTATTi 

ACAAAAGTTCCAAGAA^TCT^«^»™---^ s AG ^ GAC ACGAGAAGCTT 



GAGAAATGGAGCCAGAGGATCGM^ 

gcgatgttgcaggctaggagatogc^^ 

TCK3AGATGCACX3aAGTGAATCA^TA^ 

aagataactaatttgatgatcggctcgtgcc 



FIG. 16C 
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SRPaS (4871) 

6CGGCTATCTTCTACGGCCACCACCACCATACACCTCCGCCGGCAAAGCGGCTCAACCCT 

GGTCCCGTGGGGATAACAGAGCAGCTGGTTAAGGCAGCAGAGGTCATAGAGAGCGACACG 

TGTCTAGCTCAGGGGATATTGGCGCGGCTCAATCAACAGCTCTCTTCTCCCGTCGGGAAG 

CCATTAGAAAGAGCAGCTTTTTACTTCAAAGAAGCTCTCAATAATCTCCTTCACAACGTC 

TCCCAAACCCTAAACCCTTATTCCCTCATCTTCAAGATCGCTGCTTACA 

GAGATCTCTCCCGTTCTTCAGTTCGCCAACTTTACCTCCAACCAAGCCCTCTTAGAGTCC 

TTCCATGGCTTCCACCGTCTCCACATCATCGACTTCGATATCGGCTACGGTGGCCAATGG 

GCTTCCCTCATGCAAGAGCTTGTTCTCCGCGACAACGCCGCTCCTCTCTCCCTCAAGATC 

ACCGTTTTTOgTTCTCCGGCGAACC^CGACCAGCT^ 

CTCAAGCACTTCGCCTCTGAGATCAACATCTCCCTTGACATCCAAGTTTTGAGCTTAGAC 

CTCCTCGGCTCCATCTCGTGGCCTAACTCGTCGGAGAAAGAAGCTGTCGCCGTTAACATC 

TCCGCCGCGTCCTTCTCGCACCTCCCTTTGGTCCTCGGTTTCGTGAAGCATCTATCTCCG 

ACGATCATCGTCTGCTCCGACAGAGGATGCGAGAGGACGGATCTGCCCTTCTCTCAACAG 

CT^CCCACTCGCTGCACTCACACACCGCrrCTCrTCGAATCCCrCGA 

AACCTCGACGCAATGCAGAAGATCGAGAGGTTTCTTATACAGCCGGAGATAGAGAAGCTG 

GTGTTGGATCGTAGCCGTCCGATAGAAAGGCCGATGATGACGTGGCAAGCGATGTTTCTA 

CAGATGGGTTTCTCACCGGTGACGCACAGTAACTTCACGGAGTCTCAAGCCGAGTGTTTA 

GTCCAACGGACGCCAGTGAGAGGCTTTCACGTCGAGAAGAAACATAACTCACTTCTCCTA 

TGTTGGCAAAGGACAGAACTCGTCGGAGTTTCAGCATGGAGATGTCGCTCCTCCTGATTT 

CCACCGGAGTTTCAATTATTAAAAAAATATTTT<X3TTAATTCAATTTATCCT 

AATTTTTAGTTTCTGATTTTATTTTGCTCAGTGCGATGGATTTTTA 

ACAAATATATAAATTTTTG 
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cupafi (12398) 

CCCGGTTTGGGTTAATC^GGAG^^ 

ACAATTATAGTACATTC^^*^ 
GGAACAATGTGCCTCTOTCACCG^CCTC^ 

AATCTAGTATTTTGACT^ 
AAAAAAAA 
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SRPa7 (21729/3635/17410) 

AAAGACFTTAGCAGATTTTCAAGCGGCT 
TTTTATAGTCAAGCAGCTCTCAACGCTTT 

CAGAATTTTCAATCTCCGTCGGCCGATGATTGATCTCACGTCGG 

GTTTGGTGGTTCTGGTTCATCTCAGCGTTACGGTOT 

ACAGCAACAATCGGATTACGGTTTATTTGGTGGGAT^ 

TAATAATTATCCAACATTAACOXXX3TTCCGTGTATTG 

TGAATCGGAGAACATGTTGAATAGTTTAAGAGAGC^ 

CGATGAGAGTGGTGGTGATGATGACGTGTCAGTTATA^ . 

TCAAAATCTCGTGACTCCGAACCCGAACCCGAACCCGGTTTTGTCT^ 

TTCTTCTTCGTCTTCTTCGCCTTCT 

AACGGTTATGGAAATCGCGACGGCGATCGCGGAAGGGAAAACAGAGATAGCGACGGAGAT 
TTTGGCGCGTGTTTCTCAAACGCCTAATCTTC 
TTTCATGGTGGCTGCGCTTCGATCGAGGATAGCTTCTCCAGTC 
GGAGCATTTAATCTCGACTCAATTGCTCTACGAGCT^ 

CGAGGCCGCGAATCTCGCCATTCTCGACGCCGCCGATAACAACGACGGTGGAATGATGAT 

ACCGCACGTTATCGATTTCGATATCGGAGAAGGTGGACAATACGTTAACOT 

ATTATCCACGCGCCGGAATGGTAAAAGTCAGAGTCAGAATTCT 

CGCOTTGGCGAACAACGTTTACGGATGTTTAGTCGATGACGGTGGAGAAGA 

AGCCGTCGGAGATTTGTTGAGCCAACTCGGTGATCGACTCGGTATCTCCGTAAGTTT 

CGTGGTGACGAGTTTACGACTCGGTGATCTGAATCGTGAATCTCTCGGGTGTGAT 

CGAGACTTTGGCTGTGAACOTAGCTOTCAA 

CACGGAGAATCCAAGAGACGAACTTCTCCGGTCCGTGAAGGGACTT 

TACTCTAGTGGAGCAAGAAATGAATTCGAATACGGCGCCGTTTTTAGGGAGAGTC^ 

GTCATGCGCGTGTTACGGTGCGTTGCTTGAGTCGGTCG 

TTCCGACCGTGCCAAAGTTGAGGAAGGAATTGGCCGGAAGCTAGTAAAC 

CGAAGGAATCGATCGTATAGAGCGGTGCGAGGTGTTCGGGAi^TGGCGAATGCGGATGAG 

CATGGCTGGGTTTGAGTTAATGCCATTGAGTGAGAAGA^ 

TGGAAACCGAGTCCACCCGGGCTTTACCGTTAAAGAAGATAACGGAGGTGTC 

TTGGATGGGACGGGCACTCACTGTCGCATCCGCTTC 

TTTCTTCTTATTATTACCATATTATTATTAATTTTCGAG^ 
TTGTGATTTTCCGTTTCGAAAAGTGTAG^ 

TTTATGTTTTTCTAATAATAAAAGAAAGAGTGATTGGGTO 
AAAAAAAA 
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pt»T» a « (10964) 




CAATGTAAAAAAAAAAAAAAAAAAA 
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SRPalO (11261) 

AAAAAATGGGAAACCATCACTCTTGATGAACTTATGATCAATCCAGGAGAGACAACGGTC 
GT CAACTGCATT C ATCGGTTAC AATACACTCCTGATGAAACTGTGT C ATTAG ACTCT C C A 
AGAGACACGGTTCTGAAGCTATTCAGAGATATCAATCCTGACCTCTTTGTGTTTGCAGAG 
ATTAACGGAATGTACAACTCTCCTTTCTTCATGACGAGGTTCCGAGAAGCGCTTTTTCAT 
TACTCTTCACTCTTTGACATGTTTGACACCACAATACACGCAGAGGATGAGTACAAAAAC 
AGGTCACTGTTGGAGAGAGAGTTACTTGTGAGAGACGCGATGAGCGTGATTTCCTGCGAG 
GGTGCAGAGCGGTTTGCGAGGCCTGAAACCTACAAGCAATGGCGAGTTAGGATTTTGAGA 
GCCGGGTTTAAGCCAGCAACTATTAGCAAACAGATCATGAAGGAGGCTAAGGAAATTGTG 
AGGAAACGTTACCATAGAGATTTTGTGATCGATAGCGATAACAATTGGATGCTTCAAGGA 
TGGAAAGGAAGAGTCATCTATGCTTTTTCTTGCTGGAAACCTGCTGAGAAGTTCACAAAC 
AATAATTTAAACATCTGAAAAATGTTACTTCTCAATTACATCATTTTTGTTTCCCAATGG 
TTTTGTAGAATATGTTTGATCCCGTGAGTGGATGCAACTCTTTTTTCCTGCAAGTACATA 
TTGTATTCAAATCCTTGTGGAAATGATAAATTGTTTAATGAAAAAAAAAAAAAAA 



FIG. 161 



SRPall (18652) 

GCGAATGTTGAGATCTTGGAAGCAATAGCTGGGGAAACCAGAGTCCACATTATCGATTTT 
CAGATTGCACAGGGATCACAATACATGTTTTTGATTCAGGAGCTTGCGAAACGCCCTGGT 
GGGCCGCCGTTGCTGCGTGTGACGGGTGTGGATGATTCACAGTCCACCTATGCTCGTGGG 
GGAGGACTCAGCTTGGTAGGTGAGAGGCTTGCAACTTTGGCGCAGTCATGTGGTGTCCCG 
TTTGAGTTTCACGATGCCATCATGTCTGGGTGCAAGGTGCAGCGGGAACATCTCGGGTTG 
GAACCTGGCTTTGCTGTTGTTGTGAACTTCCCATATGTATTACACCACATGCCAGACGAG 
AGCGTAAGTGTTGAAAAATACAGAGACAGGCTGCTGCATCTGATCAAGAGCCTCTCCCCA 
AAACTGGTTACTCTAGTAGAGCAAGAATCCAACACAAACACCTCGCCATTGGTGTCACGG 
TTTGTGGAAACACTGGATTACTACACAGCGATGTTTGAGTCGATAGATGCAGCACGGCCA 
CGGGATGATAAGCAGAGAATCAGCGCAGAACAACACTGTGTAGCAAGAGACATAGTGAAC 
ATGATAGCATGTGAGGAGTCAGAGAGAGTAGAGAGACACGAGGTACTGGGGAAATGGAGG 
GTCAGAATGATGATGGCTGGGTTCACGGGTTGGCCGGTCAGCACATCTGCAGCGTTTGCA 
GCGAGTGAGATGCTGAAAGCTTATGACAAAAACTACAAACTGGGAGGCCATGAAGGAGCG 
CTCTACCTCTTCTGGAAGAGACGACCCATGGCTACATGTTCCGTGTGGAAGCCAAACCCA 
AACTATATTGGGTAAGTTATAGTGATGATGGTTACTTGAGTGGATAAAGAAGAGCACAAC 
AAAAACACATCTGTCGCTGTAAATTTTTTAGGATGTGCAATGATGTTTTAAGTTGTAACA 
CAACCTAAGTTATATATGTATACAAACCAAACCTGGTGGTTGTTTTTCTCTTGTAAATTG 
TCATGTGGTTGTGGGTGGGAAGCTAGTAATGAAATATAACCAAAACATTGATTAGGTCAA 
AAAAAAAAAAAAA 
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SRPal2 (23196)* 

TCTTACTCAAGGTTCTTCTTTGTCATCTTGTTGCCGAATCCACAAAGAGGAGAATAAAGA 

TTCGACCTTTATTAGATATTAACGACTCTGGATTTTTGGGTTTTTGGAGTTGGATCCACA 

TGGGTTCTTATCCGGATGGATTCCCTGGATCCATGGACGAGTTGGATTTCAATAAGGACT 

TTGATTTGCCTCCCTCCTCAAACCAAACCTTAGGTTTAGCTAATGGGTTCTATTTAGAT 

ACTTAGATTTCTCATCCTTGGATCCTCCAGAGGCATATCCCTCCCAGAACAACAACAACA 

ACAACATCAACAACAAAGCTGTAGCAGGAGATCTGTTATCATCTTCATCTGATGACGCTG 

ATTTCTCTGATTCTGTTTTGAAGTATATAAGCCAAGTTCTTATGGAAGAGGATATGGAAG 

AGAAGCCTTGTATGTTTCATGATGCTTTGGCTCTTCAAGCTGCTGAGAAATCTCTCTATG 

AGGCTCTTGGTGAGAAAGACCCTTCTTCGTCTTCT 

GATTGGCTAGTCATAGCCCTGACGGTTCTTGTTCAGGTGGTGCTTTTAGTGATTACGCTA 
GCACCACTACCACTACTTCCTCTGATTCTCACTGGAGTGTTGATGGTTTGGAGAATAGAC 
CTTCTTGGTTACATACACCTATGCCGAGTAATTTTGTTTTCCAGTCTACTTCTAGGTCCA 
ACAGTGTCACCGGTGGTGGTGGTGGTGGTAATAGTGCGGTTTACGGTTCAGGTTTTGGCG 
ATGATTTGGTTTCGAATATGTTTAAAGATGATGAATTGGCTATGCAGTTCAAGAAAGGGG 
TTGAGGAAGCTAGTAAGTTCCTTCCTAAGTCTTCTCAGCTCTTTATTGATGTGGATAGTT 
ACATCCCTATGAATTCTGGTTCCAAGGAAAATGGTTCTGAGGTTTTTGTTAAGACGGAGA 
AGAAAGATGAGACAGAGCATCATCATCATCATAGCTATGCACCACCACCCAACAGATTAA 
CTGGTAAGAAAAGCCATTGGCGCGACGAAGATGAAGATTTCGTTGAAGAAAGAAGTAACA 
AGCAATCAGCTGTTTATGTTGAGGAAAGCGAGCTTTCTGAAATGTTTGATAACATGTTCC 
TATGTGGCCCTGGGAAACCTGTATGCATTCTTAACCAGAACTTTCCTACAGAATCCGCTA 
AAGTCGTGACCGCACAGTCAAATGGAGCAAAGATTCGTGGGAAGAAATCAACTTCTACTA 
GTCATAGTAACGATTCTAAGAAAGAAACTGCTGATTTGAGGACTCTTTTGGTGTTATGTG 
CACAAGCTGTATCAGTGGATGATCGTAGAACCGCCAACGTTTAGCTAAGGCAGATACGAG 
AGCATTCTTCGCCTCTAGGCAATGGTTCAGAGCGGTTGGCTCATTATTTTGCAAATAGTC 
TTGAAGCACGCTTAGCTGGGACCGGTACACAGATCTACACCGCTTTATCTTCGAAGAAAA 
CGTCTGCAGCAGACATGTTGAAGGCTTACCAGACATACATGTCGGTCTGCCCTTTCAAGA 
AAGCTGCTATCATATTTGCTAACCACAGCATGATGCGTTTCACTGCAAACGCCAACACGA 
TCCACATAATAGATTTCGGAATATCTTACGGTTTTCAGTGGCCTGCTCTGATTCATCGCC 
TCTCGCTCAGCAGACCTGGTGGTTCGCCTAAGCTTCGAATTACCGGTNNNNNNNNNNNNN 
NNNNNNNNNNNNNNNNNNNNNNNNGAGTTCAGGAGACAGGTCATCGCTTGGCTCGATACT 
GTCAGCGACACAATGTTCCGTTTGAGTACAACGCAATTGCTCAGAAATGGGGAAACGATC 
CAAGTCGAAGACTTAAAGCTTCGACAAGGAGAGTATGTGGTTGTGAACTCTTTGTTCCGT 
TTCAGGAACCTTCTAGATGAGACCGTTCTGGTAAACAGCCCGAGAGATGCAGTTTTGAAG 
CTGATAAGAAAAATAAACCCGAATGTCTTCATTCCAGCGATCTTAAGCGGGAATTACAAC 
GCGCCATTCTTTGTCACGAGGTTCAGAGAAGCGTTGTTTCATTACTCGGCTGTGTTTGAT 
ATGTGTGACTCGAAGCTAGCTAGGGAAGACGAGATGAGGCTGATGTATGTGTTTGAGTTT 
TATGGGAGAGAGATTGTGAATGTTGTGGCTTCTGAAGGAACAGAGAGAGTGGAGAGCCGA 
GAGACATATAAGCAGTGGCAGGCGAGACTGATCCGAGCCGGATTTAGACAGCTTCCGCTT 
GAGAAGG7UVCTGATGCAGAATCTGAAGTTGAAAATCGAAAACGGGTACGATAAAAACTTC 
GATGTTGATCAAAACGGTAACTGGTTACTTCAAGGGTGGAAAGGTAGAATCGTGTATGCT 
TCATCTCTATGGGTTCCTTCGTCTTCATAGATGTTGTTTCTTACGTTCTAAGCGACTGGG 
ATTTATGTAGGGCTTTTCTGTTGATAGTCTCTCGCCAACACGAGTGGATTAAGTTCAGAG 
TTAGGGTTCTTGAACACTAGAATGTTGTTATATTATGCTTGTGACATAGCGTGTGTAAGA 
GTGTAGCCTAAGAGATATAGTACTCATTGCATGATCTTTTGCTATATGTTNCATGT 
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SRPdl 
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SRPcrl 
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fiRPPl 

TCTGCAGACAACTTTGJAGAAGCCAATACAATACTGCCTCAGATCAC^AAC^rc 
T^CCCCCWNGCAACTC^TGCAAC^^^ 

ATTCACATGTCCCAGAGCCAGAAAATTGTGAAT 
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Partial DNA sequence of ZCARECE€W gene 

GATATCAGCATCATCAATTTTAAATGTAAGTT^ 

AATTTGGCCACAAGGTATGACACTGTCTCAATTGAGC^ 

TCATATATTGCTCATATTGAAAGTGAAAAAGATATGCTCAAGAACCT 

AAAATTGAAAAATCTAGCTCTACTAGAAAAAT^^ 

TTTATTAGATAATCATATCATGGCTAGATGTCGCTCATGAGGTTC 

ATTCCTGTGGGCATTCATCTCTTOT 

TGCTTCACAATTCTGGTGATTCATGCTTCCTT^ 

ATGCTTCAGTCACTTTGTGCGTTTAA 

CTGCAACTAGTGTTTCACCATGTGGTTTTTTAGTATCATT 

TATTGATATATTAAAGTGATAACTAGTTTTAGAAATATTCTCTTGTG^ 

AACTTGTTTTTAGCGTGTACGTTAGCATTAT^ 

AAACGOGCCCAACCAGAGCATCCACGTCGTCTCATTT^ 

TGAGCGGTCCACGGTGAACTCCGTTTGCCTGCAAAACCACGTCCT 

TAGCTTCTAGAAACATCACGATGTGTCC03TCCATTCCTTTAGGAGGA 

GCCGCAGTCGCCCAAGGTCCCGAC<^CCGCGGCCTC^^ 

GGAGGTGCAGCGGCGGAAGCAGCGCGAOSAGGAGGGCCTC^ 

TGCTGCTGCAGTGCGCGGAGGCCGTGAACX5CGGACAACCT 

TGCTGGAGATCGCGGAGCTGGCCACGCCGTTCGGCACCTC^ 

ACTTCGCGGAGGCCATGTCGGCGCGCGTCGTCAGCTCCTGCCTAGGCCTGTACGC 

TGCOSCCGGGCTCCCCCGCCGCGG<XX»^ 
TGTTC/^CGGCATCAGCCCCTTCGTCAAGTTCTCGCAC^ 

AGGAGGCGTTCGAGCGGGAGGAGCGTGTGCACATCATCGACCTCGACATCATGCAGGGGC 

TGCAGTGGCCGGGCCTCTTCCACATCCTTGTCTC^ 

GGCTCACCGGCCTGGGGGCGTCCATGGAOGCGCT^ 

ACTTCGCCGACACX3CTOGGCCTGCCCTTCGAGTTCTGCGCCG 

ACGTTGACCCGCAGAAGCTGGGCGTCACGCGGCGGGAGGCCGTCG^ 

ACCACTCGCTTTACGACGTCATCGGCTCCGACTCCAACACGCT 

CCTCCATTTTCCTTCTCTGCCTTTCTTCCA 

TTCAGCTGCTGACATTGGATAATGTGAGCTTT^ 

TCCATTAGAGCTATTTCTAAAATATTCTTCGGAGGTOT 

CGCGTTTTGAAGCTCAAAAGGCGATOTCTTCCGAGGT^ 

AACCCCATTTTCTCAATTGATTTTTATTT^ 

TGAAATGGAGTCCCAAACTAACCCTAATATTAAAAAAAACGCGCT 
CTCGTTGTTATGACCAACCAGCTTTATAGGT^ 
TGAAAAGGTTGAATCTTGACAATGCTTTTGAGATGATA 
GCATCCTCCATGGTCTTTGGTGATCGAGAATTCCTGCAGCCCGGGGGATCC 
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Partial amino acid sequence of ZGARECROW protein 

YQHHQFXMXVGKRSXGFSXXFGHKVXHCLNXAIXXRNXSIIYCS 

NXKIXLYXKNMIGCLFLMKIYXIIISWLDVAHEVVI^LDS 

IiHNSGDSCFIJICNXYXCLIHASVTIiC^a 

liyxsdnxfxkyslvplmlqlwsvyvsiiifptc^ 

SGPRXTPFACKTTSSTRCXVASRNITMCTVHSFRRSRIRRRSRPRS^ 
RCSGGSSATRRASTOC VLTIiLLOCAEAVNADNI^ 

FAEAMSARWSSCLGLYAPLPPGSPAAAMJIGRVAAAFOVFNGISPFVKFSHFTANOAIO 

EAFEREERVHI I DLDIMOGIiOWPGLFHILVSRPGGPPRVRLTGIjGAShroALEATGKRIjSD 

FADTLGLPFEFCAVAEKAGNVDPQKLGVTRREAVAVHWPHHSLYDVIGSDSN^ 

S I FLLCLS SMSNLD AIMTTFQLLTLDNVS FT AS IKS WXY IHYS Y FXNI LRRFPAHSKKKS 

RFEAQKAISSEVCCXALFWKPHFLNXFLFFKEKLVHFSLVKWSPKL^^ 

RCYDQPALXVXKGXILTMLLKRLNIjDNAFEMILX^ 
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SCR 
SRPdl 

SRPgi 

SRPpl 



302 



349 



ISIeSItiijqitelstpyxnsvgrvaayxxxxxxxxxxxxcigm 



SCR 
SRPdl 

SRPgi 

SRPpl 



396 



y^Lpsrwmpqth-slkhvsafqvfngisplvkfshftanqaiqeafe 
ysplppixmsq sqkivn 



SCR 

SRPgi 



397 412 
KEDSVHI IDLDIMQGL 
REERVHI I DLDIMQGL 
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Embryo development in maize, (a) Three-celled embryo showing first division of 
terminal celL (b)-(c) Embryos showing embryo proper and suspensor. (d)-(e) Embryos 
showing the initial development of shoot and root apical meristems. (f)-(g) Embryos 
showing the elaborate organization of shoot and root apical meristems. 
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ctgctagctcagcctactcactccactcaactcacccccaactccactccgctcccgagc 60 
ccggactgactgactgactgtggtggtggtggtgcatcagcagcccgcgcggcgccaaaa 120 
cacgcaaactgctccctccctcactcacccctatcccccgcgctgggtcgcccgatcgcc 180 
atgcgcgcggcggcttcctcttggcgtttctagatgggctcctcctcctccctcctcttc 240 
tcctcgtcc tec tccgccgcatccaccgccccccac tcct ttccccactctcATGCCACC 300 
1 M P P 

GCCACCGCCTCCGCCTCCTCTCACTCCTTATTGCCGCCGCTGCCCTCCCCCACACCTCCC 360 
4 PPPPPPLTPYC RRCPPPHLP 

TCCGCCTCCTCCTTCTTCCCCAAACC 420 
24 PPPPSSPNHFLLHYLHQLDH 

CCAAGAAGCCGCCGCCGCCGCCATGGTCCGCAAGCGCCCCGCGTCCGACATGGACCTCCC 480 
44 Q E AAAAAMVRKR PAS DMD L P 

GCCGCCGCGCCGCC ACGTCACGGGCGACCTCTCCGACGTCACGGCGGCCGCTGCCGCCGG 540 
64 P P RRHVTGDL S DVTAAAAAG 

TGTTGGTGGTAGTGGCGCGCCGTCCTCCGCCAGCGCGC AGCTGCCCGCGCTGCCCACCCA 600 
84 VG GSGAPSSASAQLPALPTQ 

GCTCCACCAGCTGCCCCCCGCGTTCCAGCACCACGCGCCGGAGGTGGACGTGCCCGCGCA 660 
104 LHQLP PAFQHHAPEVDVPAH 

CCCGGCCCCGGCCGCCCACGCGC AGGCGGGCGGCGAGGCAACCGCGTCCACGACCGCGTG 720 
m 124 PA PA AHAQAGGEATAS TTAW 

™ GGTGGACGGCATCATCCGCGACATCATCGGGAGCAGCGGCGGCGCCGCGGTCTCCATCAC 780 

!jj 144 VDGIIRDIIGSSGGAAVSIT 

^ GCAGCTCATCCACAACGTCCGCGAGATCATCCACCCCTGCAACCCCGGCCTCGCGTCGCT 840 

j=2 164 QLIHNVREIIHPCNPGLASL 

5{j CCTGGAGCTCCGCCTCCGCTCCCTCCTCGCAGCCGACCCGGCCCCACTGCCGCCGC 900 

184 LELRLRSLLAADPA PLPPPP 

5 GCAGCCGCAGCAGCATGCTCTCCTGCACGGCGCTCCGGCCGCCGCT 960 

Ul 204 QPQQHALL HG APAAAPAGLT 

a GCTCCCTCCCCCGCCACCGCTTCCGGACAAGCGCCGCCACGAGCATCCACCGCCGTGCCA 1020 

O 224 LPPPPPLPDKRRHEHPPPCQ 

kj GCAGCAACAGCAGGAGGAACCGCATCCGGCGCCGCAGTCGCCCAAGGCCCCGACCGCGGA 1080 

M= 244 QQQQEEPHPAPQSPKAPTAE 

p AGAGACCGCAGCGGCGGCCGCCGCCGCACAAGCAGCAGCTGCTGCGGCCG^ 1140 

264 ETAAAAAAAQAAAAAAAKE R 
uj% GAAGGAGGAGCAGCGGCGGAAGCAGCGCGACX5AGGAGGGC^ 1200 

284 KEEQRRK/ QRDEEGLHLLTLL 

GCTGCAGTGCGCCGAGGCCGTGAACXX^GACAACCTGGACGACGCGCACCAGACGCTGCT 1260 
304 LQCAEAVNADN LDDAHQ TLL 

GGAGATCGCGGAGCTAGCGACGCCGTTCGGCACCTCGACGCAGCGCGTC 1320 
324 EIAELATPFGTSTQRVAAYF 

CGCGGAGGCCATGTCGGCGCGGCTCGTCAGCTCCTGCCTGGGCCTC 1380 
344 AEAMSA RLVSSCLGLYAPLP 

GCCGGGCTCCCCCGCCGCGGCGCGCCTCCACGGC^ 1440 
364 PGS PAAARLHGRVAAAFQVF 

CAACGGCATCAGCCCCTTCGTCAAGTTCTCGCACTTCACCGC 1500 
384 NGISPFVRFS. HFTANQAIQE 

GGCGTTCGAGCGGGAGGAGCGCGTGCACATCATC^ 1560 
404 AFEREERVHIIDLDIMQGLQ 

GTGGCCGGGGCTCTTCCACATCCTTGCCTCCCGCCCCGGGGGCCCGCCC^ 1620 
424 WPGLFHI LASRPGGP PRVRL 

CACCGGCCTCGGGGCGTCCATGGAGGCGCTCGAGGCCACGGGGAAGCGCCTCTCCGATTT 1680 
444 TGLGASMEALEATGKRLSDF 

CGCCGACACGCTCGGCCTGCCCTTCGAGTTCTGCGCCGTCGCCGAGAAGGCCGGCAATGT 1740 
464 ADTLGLPFEFCAVAEKAGNV 
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TGACCCGGAGAAGCTAGGGGTCACGAGGCGGGAGGCCGTCGCCGTCCACTGGCTGCACCA 1800 

484 DPEKLGVTRREAVAVHWLHH 

CTCGCTCTACGACGTCACTGGCTCCGACTCCAACACGCTCTGGCTCATCCAAAGgtagga 1860 

504 SLYDVTGSDSNTLWLIQR 

aggagtacaccatctctcgatcctgacttccttgctaccatgtcaaatcttgatgcaatc 1920 

atggccacttttcagctactaacactttagtttagccaatgcgacatccagtacaactaa 1980 

tctaaaaaaataatcttcagaggtttcctagtaaaaaaaccgcgtttttggagctcaaaa 2040 

agcttgtcattatgaccaaccaactttctaggcttaaaaaggttgaatcttggcaatgct 2100 

tttgagacgatgctgtactgaagtactggtagagagagtatcctccatggcctttgttga 2160 

tcccagaaccacaaaagatagtatttcgctcgcatttggttagtggaggtgttctgatca 2220 

tcac t tggaggatggagc tgaaagt tec tatcatcatgaccaac tt tccatggcaaaagg 2280 

tttctagttccaagtggcaggacgatgattactgagtgactgaatggagtaactgtcatc 2340 

ttctaccactaaccatcatttattaatacataaatcatcatccggagcctaaactcagaa 2400 

aggctaatcaaaagtgcaatctttctcaaatggctgccatatgccagtggtacatgcctg 2460 

gccattgtactttttcggtgaaccatctcgtctcaagcatgagatgaaggcctgaactgc 2520 

aatgtccttgatttgatgcaaccattattagaagaaacgctaagcgatgccggtcctggc 2580 

aagggcaatgccatatcgtcagacagacagggattcggaatcgaatggctagctggtgac 2640 

aaatcgcacggggattaataaactacattggtcattgattccatcccccacacacctgca 2700 

gGCTGGCCCCCAAGGTGGTGACAATGGTGGAGCAGGACCTGAGCCAC 2760 

522 LAPKVVTMVEQDLSHSGSF 

TGGCGCGCTTCGTGGAGGCCATCCACTACTACTCGGCGCTGTTCGACTC 2820 

541 LARFVEAI HYYSALFDSLDA 

GCTACGGCGAGGACAGCCCCXjAGCGGCACGTCGTGGAGCAGCAGCTGCTGTCGCGGGAGA 2880 

561 SYGEDS PERHVVEQQLLSRE 

TCCGCAACGTGCTGGCCGTGGGCGGGCCGGCCCGCACCGGCGACGTGAAGTTCGGCAGCT 2940 

581 IRNVLAVGGPARTGDVKFGS 

GGCGCGAGAAGCTGGCGCAGTCCGGGTTCCGCGCCGCCTCGC 3000 

601 WREKLAQ S GFRAA S LAGSAA 

CGCAGGCGTCCCTGCTGCTCGGCATGTTCCCCTCCGACGGGTACACGCTGGTGGA 3060 

621 AQASLLLGMFPSDGYTLVEE 

ACGGCGCGCTGAAGCTCGGGTGGAAGGACCTCTGCCTGCTCACCGCGTCGGCCTGGCG^ 3120 

641 NGALKLGWKDLCLIiTASAWR 

CCATCCAGGTGCCGCCGTGCCGTTGAt gagacc tc t gec tgc tec tgc t tgcgt tgagag 3180 

661 PIQVPPCR* 

gccgccactccacttgttttgcatctgtagctgctcggtttggtcatcagctgggagata 3240 

agaaaagcggaaacgtactaattgctctggagtagatccatccattcacagtgatagtta 3300 

ctgatgtactaagctttaattagttcaatgctagatcgttcttgttcaggtgtcgatcgc 3360 

gtatccttgtccttggtctccttttcattttggtgctttgtctagtcgctttcccgacta 3420 

atgccgtgctcttcatgcgcgttctagtgaagattcttgccgagaatattagcatagttt 3480 
tcatgtaaagtagccatcaagcaagtatta 3510 



Nucleotide and deduced amino acid sequence of the maize SCARECROW* 
Amino acid numbers are shown to the left; nucleotides are numbered 
* on the right. Forward and reverse primers tested are underlined (J1050F 
and J1450R) . 
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Zm SCR MPPPPPPPPL TPYCRRCPPP HLPPPPPSSP NHFLLHYLHQ LDHQEAAAAA 50 

At SCR MAES GDFNGGQPPP HSPLRTTSSG SSSSNN — RG PPPPPPPPLV 42 

***** ** * * * * ** * * 

Zm SCR MVRKRPASDM DLPP PRR HVTGDLSDVT AAAAAGVGGS GAPS-SASAQ 96 

At SCR MVRKRLASEM SSNPDYNNSS RPPRRVSHLL DSNYNTVTPQ QPPSLTAAAT 92 



Zm SCR LPALPTQLHQ LP — PAFQHH APEVDVPAHP APAAH-AQAG GEATASTTAW 143 
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Fig. 27 



Z25645 



ctttgtcaat ggtaaatgag ctgaggcaga tagtttctat ccaaggagac ccttctcaga 
61 gaatcgcagc ttacatggtg gaaggtctag ctgcaagaat ggccgcttca ggaaaattca 
121 tctacagagc attgaaatgc aaagagcctc cttcggatga gaggcttgca gctatgagat 
181 cctgtttgaa gtctgccctt gtttcaagtt cgggttttta gcagctaatg gtgcgatact 
241 tgaagcaatc aaaggtgaag aagaagttca cataatcgat ttcgatataa accaagggaa 
301 ccaatacatg acactgatac gaagcattgc tgagttngcc tgggtaaacg acctcgcctg 
361 aggttaaaca ggaattgatg accctgaatc cagtnccaac cgctccattt gggggggcct 
421 aaagaa 

Fig. 23A 



gagtacgatc ttaaagctat tcccggtgac 
61 gcttcttcgt ctaaccaagg cggcggagga 
121 tgctcaaacg gcgtcgtgga aaccactaca 
181 cctggttgac tcgcaggaga acggtgtgcg 
241 aagctgttca gaaagagaat ctgactgtag 
301 gccgtttctc aaatcggagc gatgagaaaa 



gcgattctca atcagttcgc tatcgattcg 
gatacgtata ctacaaacaa gcggttgaaa 
gcgacggctg agatcaactc ggcatgttgt 
tctcgttcac gcgcttttgg cttgcgctga 
cggantctgg tgaagcaaat cggattctta 
gtcgctactt act 



Fig. 2£B 
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attacctaat 


ataatgaaag 
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Fig. 25C 



Z33772 

ttttttttta agtgagaacc ttaacaaatt taaccatttg aactgaaata tgaacatgta 
61 aagactcatt cacacttagc aaataggttt agaaccaaaa ctctaattat ttttatataa 
121 tagggaaaaa aaagaaagaa aaattcttcc ataagtgtta gattagcttt tagtacctgt 
181 gatcacccct aacctctggt aataatacat ggagatgatt taaccagtta cacaataacc 
241 caagattaca gtaaaaacat aattatgttt tatgaaacat aaagactata tgctcttgtc 
301 acttatctta cctccaagct gaagcaacgg attaagcttt tctcctccca gcaaaaatgg 
361 gagctcaccc atttcttctt taaggttgta cttnttgca 



Fig. 230 



Z37192 



gctatggaag gagagaagat 
61 tggcttgctt tgcttcaagc 
121 actggtgttc atcaccagaa 
181 gcagagaaac tcgatatccc 
241 aatgtagnac agtttagggt 
301 ttgcata 



ggttcatgtg attgatctcg 
ttttaactct aggcctgaag 
ggaagtgctt gaacaaatgg 
gtttcagttt aatcccgttg 
ttaaacagga gaggcnttag 

Fig. 2£E 



atgcttctga gccagctcaa 
gtccacctca tttgagaatc 
ctcatagact cattgaggaa 
tgagtaggtt agactgttta 
ccgttagctc ggttcttcaa 



Z37191 

ccgatcatca aattagttat cttcagctca 
61 ccagaccaaa ttgaaccaac acacaaaggc 
121 gccaaaatag cataaagaga cagaaagtca 
181 atgtatacaa aaaagaaagg gactctgctc 
241 atcattcact tcctgcatct ccaagctgat 
301 attactgcgc acccgntctc ttccttgatt 



aattggattt ggtttggtat tacacccaca 
tttacatgca gaggcagtag aagcatttaa 
ccatcacaaa acaactaaga ttgtgtcccc 
ataaccaaaa tagaagacaa actgtaatat 
accgagtata gaggtcgatc ttgccagcaa 
ctatacccat caaaa 



Fig. 2&F 



Z46550 



gtggaattac aattacagca 
61 tttggcctgg aacgatttac 
121 cgatccggta ttcttagttt 
181 aattgttaat atactccgtg 
241 taattcaggg gtaggttttg 
301 gatttgtgaa ctaggtttaa 
361 aaactggttt gcttctttat 



atttgtattc aattgttgaa 
ctctcctcac tctttcttcc 
tgttttgttt tcaatgttat 
gtcagagtgt tttgtttttc 
aattctctga accttatgtg 
aaactggtct tagtcttgtt 
ttttgggttg ggataaaagt 

Fig. 2£<3 



tctaagcctg gcttcatctc 
tggcgataac caaaccaaac 
ttttggttag acaaatattc 
ttttagttcg aacgttgaat 
ttt.ttt.ggta acatcatttg 
gttttctcat tagataattt 
gaccgg 



gtggaattnc aattacagca 
61 tttggcctgg aacgatttac 
121 cgatgccggt attcttagtt 
181 caattgttaa tatactccgt 
241 ttaattcagg ggtaggtttt 
301 ggatttgtga actaggttta 
361 ttaaactggt ttgcttcttt 



atttgtattc aattgttgaa 
ctctcctcac tctttcttcc 
ttgttttgtt ttcaatgtta 
ggtcagagtg ttttgttttn 
gaattctctg aacctnatgt 
aaaactggnc ttagtcttgt 
attttnggtt gggataaagt 



tctaagcctg gcttcatctc 
angcgataac caaaccaaac 
tttttggtta gacaaatatt 
cttttagttc gaacgttgaa 
gttttntggt aacatcattt 
tgttttctca ttaggataat 
gaccgg 



Fig. 26H 



Z33035 



caaaactaca tttcatcact tttttgagca 
61 tatttggctt tcaacttcct aattttatga 
121 gaaccggtca ctttatccaa ccaaaaataa 
181 gaaaacaaca agactaagac cagtttttaa 
241 aaaaaacaca taaggttcag agaattcaaa 
301 ctaaaagaaa aacaaaacac tctgaccacg 
361 ccaaaaataa cattgaaaac aaaacaaaac 

Fig. 231 



aaattacaaa taaaagagta gttacaaata 
aatagtaatt acatctcaaa cagatgacca 
agaagcaaac cagtttaaat tatctaatga 
acctagttca caaatccaaa tgatgttacc 
acctacccct ganttaattc aacgttcgaa 
gagtatatta acatttgatt atttgtctaa 
tanggaatac cggatcggt 



F13396 

cccaacgggt cctgagcttc ttacttatat gcatatcttg tatgaagcct gcccttattt 
61 caaattcggt tatgaatctg ctaatggagc tatagctgaa gctgtgaaga acgaaagttt 
121 tgtgcacatt atcgatttcc agatttctca aggtggtcaa tgggtgagtt tgatccgtgc 
181 tcttggtgct agacctggtg gacctccgaa cgttaggata acgggaattg atgatccgag 
241 atcatcgttt gctcgtcaag gaggacttgc agttagttgc acaaagcact tggca 



Fig. Z3J 



F13£>97 



gggtcatcaa catatcactt actactacaa catttgacaa cttgttcctn cggatcatgc 

61 atgagtttta cttttacaaa cagattctgc aaactttaaa agcaagtttc taatctcttc 

121 tgaaaccgaa caaggttttt attagttacc tccaagcaca agaagtgata agaggttgat 

181 tcttccatcc taaatacaat gctccatctc tttcttcaag tgtatacttc tctgaataac 

241 tctcaagcaa tcctttgatt gttgcgttca catacgagct caaaggatac ggtttaaatc 

301 ccgccatgtg aaaccgaga 

Fig. 2£>K 



F13949 





caaaaattta 


tatatttgtg 


tgaacttaaa ttfcaaaaatc 


catcgcactg 


agcaaaataa 


61 


nntcagaaac 


taaaaatttg 


tcatttaaga taaattgaat 


taaggaaaat 


atttttttaa 


121 


taattgaaac 


tccggtggaa 


atcaggagga gcgacatctc 


catgctgaaa 


ctccgacgag 


181 


ttctgtcctt 


tgccaacata 


ggagaagtga gttatgtttc 


tcctcgacgt 


gaaagcctct 


241 


cactggcgtc 


cgttggntna 


aacactcggc ttgagactcc 


gtgaagttac 


tgtgcgtcac 


301 


cggtgagaaa 


cccatctgta 


gaaacatcgc ttgccacgtc 


atcatcggcc 


tttctatcgg 


361 


acggctacga 


tccaacacca 


gcttctctat ctccggctgt 


ataaggaaa 





Fig. 231 
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Fig. 2£M 
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Fig. Z3U 
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Fig. 230 
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Fig. 25P 
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Fig. 28>Q 
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Fig. 23K 
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Fig. 255 



T45793 

gagacggtag atccgncgcg ctaaagcttc ggcgaagtaa gtagccactt tnrrtnatagc 
61 tccggcttga nacacagcta agcatccnat ttgcttcaca agagcttccg ctagagtcaa 
121 attgtnctnc tggattgctt ctgcacaagc cataagcgcg tggactaaac gaacaccgtt 
181 ctcttgcgag tnaaccagga taacagaacg anttgactca gccgccgccg tcgttgtcgt 
241 ggtggttgtc gtcaccgtcg ttcctatgac tccaccaatn tgggtacccg tcgaagtcga 
301 tgtaaccata ggatcagggc ttcgngcatg nttttaaaac gg 



Fig. 23T 
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Fig. 23V 
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aaaaaatggg aaaccatcac 
61 gtcaacngca ttcatcggtt 
121 agagacacgg ttctgaagct 
181 attaacggaa tgtacaactc 
241 tacncttcac tctttgacat 
301 aggtcactgt ttggagagag 
361 nngggnttca nancgggttt 
421 tt 



tcttgatgaa cttatgatca 
acaatacacn cctgatgaaa 
attcagagat atcaatcctg 
tcctttcttc atgacgaggt 
gtttgacacc acaatacacg 
agttactttt gaganacgcg 
tnngggcctt aaaacctnca 



atccaggaga gacaacggtc 
ctgtgtcatt agactctcca 
acctctttgt gtttgcagag 
tccgagaagc gcttttncat 
gagaggatga gtacaaaaac 
nttgagcgtg attttcctgc 
agaaatnggn ggtttgggtt 



aatcaatgtt ttggttatat 
61 caagagaaaa acaaccacca 
121 acttaaaaca tcattgcaca 
181 cctctttctt tatccacctc 



F15454 

ttcattacta gcaacccacc 
ggtttggttt gtatacatat 
tcctaaaaat ttcagcgacc 
aagtaaccat cattcactat 



cacaaccaca tgacaattta 
ataacttagg ttgtgttaca 
agaatgtgtt tttgattgtg 
aacttaccca atct 



Fig. 23X 
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Fig. 23Y 



atgnaacata tagcaaaaga 
61 acaegctatg tcacaagcat 
121 acttaatcca ctcgtgttgg 
181 cgcttagaac gtaaganaca 
241 cacgattcta cctttccacc 
301 tttategtae ccgttttcgg 
361 gnagctgtcc taaatccggg 
421 ctctccactc tctctggtct 
481 nnttttcntn catnngnenn 



teatgeaatg agtactatat 
aatataacaa cattctagtg 
cgagagacta tcaacagaaa 
acatctatga agacgaagga 
cttgaagtaa ccagttaccg 
attttcaact tcagattctg 
tegggtcagt ctcggctggc 
tcacaaggca cancattcac 
atnttggctt ccctnggntg 



ctcttaggct acactcttac 
ttcaagaacc ctaactctga 
agccctacat aaatcccagt 
acccatagag atgaagcata 
ttttgatcaa catcgaagtt 
catcagttcc ttctcaagcg 
actggttata tggctctggg 
aatctntttt ccataaaact 
gttggggnnc ncnt 



Fig. 28>Z 



W4353£ 



tcaaggttct tctttgtcat cttgttgccg aatccacaaa gaggagaata aagattcgac 
61 ctttattaga tattaacgac tctggatttt tgggtttttg gagttggatc cacatgggtt 
121 cttatccgga tggattccct ggatccatgg acgagttgga tttcaataag gactttgatt 
181 tgcctccctc ctcaaaccaa accttaggtt tagctaatgg gttctattta gatgacttag 
241 atttctcatc cttggatcct ccagaggcat atccctccca gaacaacanc aacaacatca 
301 tcaacaacaa agctgtagca ggagatctgt tatcatcttc aactgaatga cgntggattc 
361 tctgattctg ttttgagtat ataagccaag ttctnatggg agnnggtnat gnagagaagc 
421 ctttgtatgt tcatgnngnt ttggtnatta agntgctngg aaannactcn ntnngc 

Fig. 2£>AA 



SCL1 

LSMVNELRQI VSIQGDPSQR IAAYMVEGLA ARMAASGKFI YRAIiKCKEPP 
SDERLAAMQV LFEVCPCFKF GFLAANGAIIi EAIKGEEEVH IIDFDINQGN 
QYMTLIRSIA ELPGKRPRLR LTGIDDPESV QRSIGGLRII GLRLEQLAED 
NGVSFKFKAM PSKTSIVSPS TLGCKPGETL IVNFAFQIjHH MPDESVTTVN 
QRDELLHMVK SLNPKLVTW EQDVNTNTSP FFPRFIEAYE YYSAVFESLD 
MTLPRESQER MNVERQCLAR DIVNIVACEG EERIERYEAA GKWRARMMMA 
GFNPKPMSAK VTNNIQNLIK QQYCNKYKLK EEMGELHFCW EEKSLIVASA 
WR* 



Fig. 



SCL3 

AMEGEKMVHV IDLDASEPAQ WLALLQAFNS RPEGPPHLRI TGVHHQKEVL 
EQMAHRLIEE AEKLDIPFQF NPWSRLDCL NVEQLRVKTG EALAVSSVLQ 
LHTFLASDDD LMRKNCALRF HNNPSGVDLQ RVXjMMSHGSA AEARENDMSN 
NNGYSPSGDS ASSLPLPSSG RTDSFLNAIW GLSPKVMWT EQDSDHNGST 
LMERLLESLY TYAALFDCLE TKVPRTSQDR IKVEKMLFGE EIKNIISCEG 
FERRERHEKL EKWSQRIDIiA GFGNVPLSYY AMLQARRLLQ GCGFDGYRIK 
EESGCAVICW QDRPLYSVSA WRCRK* 

Fiq. 2&AC 



SCL5 

GTSPTGPELL TYMHILYEAC PYFKFGYESA NGAIAEAVKN ESFVHIIDFQ 
ISQGGQWVSL IRALGARPGG PPNVRITGID DPRSSFARQG GLELVGQRLG 
KLAEMCGVPF EFHGAALFCT EVE I EKLGVR NGEALAVNFP LVLHHMPDES 
VTVENHRDRL LRLVKHLSPN WTLVEQEAN TNTAPFLPRF VETMNHYLAV 
FESIDVKLAR DHKERINVEQ HCLAREVENL I AC EGVERE E RHEPLGKWRS 
RFHMAGFKPY PLSSYVNATI KGLLESYSEK YTLEERDGAL YLGWKNQPLI 
TSCAWR* 



Fig. 2&AD 



SCL6 

AAIFYGHHHH TPPPAKRLNP GPVGITEQLV KAAEVIESDT CLAQGILARL 
NQQLSSPVGK PLERAAFYFK EALNNLLHNV SQTLNPYSLI FKIAAYKSFS 
EISPVLQFAN FTSNQALLES FHGFHRLHII DFDIGYGGQW ASLMQELVLR 
DNAAPLSLKI TVFASPANHD QLELGFTQDN LKHFASEINI SLDIQVLSLD 
LLGSISWPNS SEKEAVAVNI SAASFSHLPL VLRFVKHLSP TIIVCSDRGC 
ERTDLPFSQQ LAHSLHSHTA LFESLDAVNA NLDAMQKIER FLIQPEIEKL 
VLDRSRPIER PMMTWQAMFL QMGFSPVTHS NFTESQAECL VQRTPVRGFH 
VEKKHNSLLL CWQRTELVGV SAWRCRSS* 

Fig. 26AE 



5CL 11 

KKWETITLDE LMINPGETTV VNCIHRLQYT PDETVSLDSP RDTVLKLFRD 
INPDLFVFAE INGMYNSPFF MTRFREALFH YSSLFDMFDT TIHCERRDEV 
ISCEGAERFA RPETYKQWRV RILRAGFKPA TISKQIMKEA KEIVRKRYHR 
DFVIDSDNNW MLQGWKGRVI YAFSCWKPAE KFTNNNLNI* 



Fig. 23AF 



SCL13 
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SCL 14 

RPLLDINDSG 
GLANGFYLDD 
FSDSVLKYIS 
SASSVDHPER 
SWIiHTPMPSN 
ELAMQFKKGV 
KDETEHHHHH 
LSEMFDNMFL 
HSND SKKETA 
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I LEUCINE HEPTAD I | 

| A | 1 B i 

EV^LRSI^IKe\QAVAADDRRO^I^CI^"-5T ?F -GCGNQ?J^:CFANGLZARLAGTGSQ IY7.G ~~'3Y.? =£AAAvL?A 

ETADLRTLLVLCAQAVSVDDF^T^ TSAAEMLKA 

L3MVNELRQ IVS IQ-GDPSQRIAAYMVEGLAARMAASGKF IYRALXCXE PPSDERLAA 

TSVCSRQTVMEIATAIAEGKTE IATEIIiAKVSQTPNLE - RNSEEKLVDFMVAALRSRXASPVTELY GKE HLI3 

FDI^PPLIiCAIYIXILARISDSDPNEASKT^ TSSSS3STEDL113 

GPVGITEQLVKAAE-VXESim:iA^I3^^ LNPYSLIFKIAA 

GGFGF IEDI*IRVVD07ESDELQIJU2VVIiSIU*NQRIiRS PAGOTI^RAAFYFKZALGSFI/TGSNRN PIRLSSWSZI7QRIRA 

AQNLLS ILSLNSS PHGDSTERLVHLFTKAIiSVRIKRQQQD^AET^ 

NGVIU,VHAIiI^CAEAVQKENLTVAZALVKQ IGFLAVSQ IG - AMRQVATYFAEALARRIYRLS PS QS? IDKCLSDTL 

^K5VRLVHAI^^1ACAEAI QQNNLTLAEALVKQ IGCLAVSQAG - AMRKVATYFAEALARRI YRLS P P QNQIEKSLSDTL 

TCVRLVHAIIACAEAVQQN^ DDVASS3FSOTL 

EGLHLLTU>T .yy aFAVS AH MT .RFA MKT J ,T ,RT£Q- LSTPYGTSAQRVAAYF SEAMS ARLLNSCLG IYAALP SRW- MPQTHSLXMVSA 



| VHIXD 1 

AMEGEKM VHVIDLDASEPAQWLAI*LQAFNSRPEG PPHLRITGVKKQ 

HQLFLACCPFRKLSYFITNKTIRDLVGNSQR VHVIDFGILYGFQWPTL IHRF SMYG SPKVRITGIEFPQPGFR 

YQTYMSVCTFKKAAI IFANHSMMRFTANANT IHI IDFG I SYGFQWPAIilKRLSLSRPGG S PKLRJTG IEL PQRGFR 

LAEFVDLTPWHRFGFIAAKAAJLDAVBGYSS VHIVDLSLTHCMQ I PTLIDSMANKLKKKP PPLLKLTVIASDAEFHP 

ANVEILEAIAGETR VHI IDFQIAQGSQYMFLIQELAKRPGG PPLLRVTGVDDSQSRYA 

MHILYEACPYFKFGYESANGAJAEAVKNESF VHI IDFQI SQGGWVSLIRALGARPGG PPNVTUTGIDDPRS SFA 

MQVLFEVCPCFKPGFIAANGAXLEAXKGEEE VH I IDFD INQGNQYMTL IRS LAEL PGK RPRLRLTGIDDPESVQR 

TQIXYELSPCFKIX5FEAANLAJtJDAAENND^^ 

YKTLNDACPYSKFAHLTANQAILEATEKSNK IHIVDFGIVQGI QWPALLQALATRTSGK PTQXRVSGIPAPSLG — 

YKSFSEISWLQFANFTSNQALLESFHGFHR LHI IDFDIGYGGWASLMQELVIJU3NAA PLSLKITVFASPA 

;D<EYSGISPIPLFSHFTAI^Am>SLSSQSSSPF-^^ GGFLRVTAWA 

YLWIJ^QLTPFIRFGHLTA^AZLJDATETNIXK^ — LHILDLDI SQGLQWPPI*MQALA£3^SSNPSSP — PPSLRJTGCGRDVTGL- 

QKHFYETCPYIJ<xAHFTANQAILEAFQGKKR ^/HVXDFSMSQGI^TPAIiMQALAIuRPGG PPVFKLTGIGPPA 

QMHFYETCPYU<PAHFTANQAILEAFEGKKR VH\HX)FSMN(^I J QWPAI^QAIJU^REGG PPTFRLTGIGPPA 

Q IHFYESCP YliCFAHFTANQAILEVF ATAEK VHVTBI^I^GU^ALIQAIaAI^PbJG PPDFRLTGI 

FQVFNGI SP LVKF SHFTANQAIQEAFEKEDS VHI IDLD IMQGLQWPGI*FHILASRPGG PPHVRLTGLGTSM 



| LEUCINE HEPTAD II | | 

| A | | B | 

EVLEQMAHRL IEEAEKLD IPFQFNPWSRUXXNVEQIJ^ TGEAXAV @ DSFLNI 

KKWE - T ITIJ3ELMINPGETTVVNC IKRLQYT PJDEJVSLDS P RDTVLKL 

PAQKVEETGQR- LAAYAKL-FGVPFEYKAIAKKWDA IQLEDIJDIDRDEITVVNCLYRAENLffiESV^ 

PAEEFRRQVTA-WIXTVSniW- -FKL-S^ 

PPIXGISYEELGSKLVNFATTRITVAMEFRIISSSYSTO 

R GGG l^LVSERIATIAQSCGVPFEFHDAI-MSG^ 

r QGG I^VGQRI^KLAEMCGVPFEFKGAA^ LCCTE - -VEIEKI/7VRNGEALAVNF PLVI^HMPDESVTVENHRDRLXJIL 

S IGG LRI IGLRI*EQI*AEDNGVSFKFECAMP - SKTS I — VSPSTLGCKPGETLIVNFAFQLHH^ 

VD — DGGEERLKAVGDLLSQLGDRXiG I SVSFNWTSLiRLGD — LNRESLGQDPDET1AVNLAFTCLY 

ESPEPSLIATG^nRIJU3FAKVI^UJFDFIP ILTPIHL LNGS SFRVD PDEVIAVNFMLQL YKT ,LQES PTIVDTAL-R 

NHDQLELGFTQDlNlLKHFASEINISI^ ISWPNSS EKEAVAVNISAA S FSHLPLVLRFVKH 

EECAVETRLVKENLTQFAAEMKIRFQIEFVLMKTFE^ 1 FRRL3G ITDFVNN 

MRTGDPLTPPA DST/^T nrQFHTT^VTVFKnT AGT ,T J jQ 1 RIJ^AL,S AVQGETIAVNCVHFLKK I FNDDGCMIGHFL- 

PDNFDYLHEVGCKLAHLAEAIHVEFE^ LGRPGAIDKVLGV 

PDNSDHLHEVGCKLAQIJVEAIKVEFEYRGFV^ LGRPGGIEKVLGV 

GYSLTDIQEVGWKLGQLASTIGVNFEFKSIAI^^ LAHPGS I DKFLST 

PDPVQSNKLLNT 

EA LQ ATGKRL S DFTDKLGL P FEFC P LAEKVGNDL.T ERLNVRKREAVAVH — WLQHSL YDVTGSDAHTLWL 



Fig. 29 A 



PFYRE j 

3C15 -V^LSPKVMVVTEQDS CHNGSTL^IERLLESL YTYAALFIXTLET^ 1 1 

SC111 FRDINPDLr^/FAHING MYNS PFFMTRFREALFHYSSLFCMFtTIT IHAEDEY3C^^LIJE?JlIXV11DA1£SVI SCEGAZR 

SCL9 IGKINPDLFVFGIVNG AYNAPFTVTRFREALFHFSS IFDMLET IVPREDEERMF — LEMEVFGREALMVI ACEGWER 

3CLI4 IRKINPNVFIPAILSG NY>lAPFWn^lEALK^SAVF^ ASEGTER 

SCL.16 LRDLNPTIVTLIDEDSDFTSTN MW AKEGAER 

SCL13 IK3LSPKLVTLVEQES OTNTSPLVSRFVTiTIJDYYTAMFES IDAARPRDDKQRI S — AEQHO/ARD ACESSER 

SCL5 VKHLSPNWTLVEQEA ^^^OTAPFL ?RFVETMNHYIJ\VTES IDVXLARDHKERIN — VEQHCLAREWNLI ACEGVER 

SCL1 VKSLNPKLVTWEQOT NTNTS PFF PRP IEAYEYYS AVFESLDMTLPRESQERMN — VERQCLARDXVNIV ACEGEER 

SCL3 VKGLKPRWTLVEQEM NSNTAPFLGRVS E SCACYGA T 1 1 j ESVESTVP S TNS DRAK — VEEG- IGRKLVNAV ACEGIDR 

SCL4 LAKLNPRWTLGEYEV SI^VGFANR^/KNAI^^SAVFESI^PNI^RDSEERVR — VERELFGRRISGLIGPEK TGIHR 

SCL7 SLEPNLDRDSXERLR — VERVLr GRRXMDLVRSDDDNNK PGTR 

SCL6 L SPTIIVCSDRGC ERTDLPFS^LAHSLHSHTALFESIJDA-VNANIJDAMQK-- IERFLIQPEIEKLV LDR 

SCL15 LRRVSPKW^/FVDSEGWTE IAGSGSFRREFVSALEFYTMVI^SIJDAAAP PGDLVKKI — VEAFVLRPKISAAV ETAA-DR 

SCL18 - SAIKSL^SRIVTMAEREANHGDHSFLNRFSEAVDHYM^ - - LEQRWFGKEXLDW — AAEETERKQR 

GAI VNQ IKPE IFTWEQES NHNSPIFLDRFTESIJIYySTLFDSLEGV- - PSGQDKVM- - SEVYL-GKQ ICNW ACDGPDR 

RGA VKQIKPVIFTWEQES NHNGFVFIJDRFTESLilYTfSTLFDSLEGV — PNSQDKVM — SEVYL-GKQ ICNLV ACEGPDR 

RGAL IKS IRPDIMTWEQEA NHNGTVFLDRFTESLHYYSSLFDSLEGP PSQDRVM — SELFL -GRQ ILNLV ACEGEDR 

SCL19 VKAIKPS IVTWEQEA NH^TVFUDRFNEALHYYSSLFDS^ AAEGSDR 

SCR LQRLAPKWTWEQD I^SHAGSFLGRFVEAIHYYSALFDSLGASyGEESEERHV — VEQQLLSKEIRNVL AVGGPSR 



Sajf 1 

SCL3 RERHEK-LEKWSQRIDLAGFCa^ IKEESGCAVTCWQDRPLYSVSAWRCRK 

3CL11 FARPET - YKQWRVRIIJRAGFKPAT I SKQ LMKEAKE IVRK- RYHRDFVT - DSDNNWMLQGWKGRVTYAF SCWKP AEKFTNNNLNI 

SQLS VERPET-YKQWHVRAMRSGLVQVPFDPS IMKTSLHKVHT -FYHKDFVT - DQDNRWLLQGWKGRTVMALSVWKPES 

SCL14 VESRTT-YKQW^ARLIRAGFRQLPLEKEl^NIJaiKira 

SCL16 VERLEP FTG^FGE^ZMTEVKTMLEE^^ 

SCL13 VERHEV- I/jKWRVRMMMAGFTGWPVSTSAAFAASEMLKA — YDKNYKL -GGHEGALYLFWKRRPMATC SVWKPNPNYIG 

SCL5 EERHEP - LGKWRSRFHMAGFKP YPLS SYVNAT IKGLLES — YSEKTYTL-EERDGALYLGWKNQPLITSCAWR 

SCL1 I ERYEA- AGKWRARMMMAGFOTKPMS AKVTNNIQNL IKQ-QYCNKYKL - KEEMGELHFCWEEKSL IVASAWR 

SCL3 IERCEV- FGKWRKPMSI^GFELKPLSEKIAESMKSR-GN- RVHPGFTV- KEDNGGVCFGWMGRALTVASAWR 

SCL4 ERMEE — KEQWRVI^ENAGFESVKLSNYAVSQAKIIJ^WNYN^ IVESKPGF ISLAWNDLPLLTLSSWR 

SCL7 FGLMEE - KEQWRVLMEKAGFE PVKPSNYAVSQAKXJXWNYNYSTLYSLVESEPGF I SLAWNNVPLLTVS SWR 

SCL6 SRP IElPMHn^AMFL£)MGF S PVTHSNFTESQ AECLVQR- TPVRGFH - VEKKHNSIJLJXWQRTELVGVSAWRCRS S 

SCL15 RHTGE MTWREAFCAAGMRPIQQSQFADFQAECLLEK-AQV^^ 

SCL18 HRRFE IWEEMMKRFGFVNVPIGSFALSQAKIXIjRL-HYSEGYN-L^ 

GAI VERHET- LSQWRNRFGSAGFAAAHIGSNAFKQAS^ 

SGA VERKCT-I^QTONRFGSSGLAPAHLGSNAFKQAS^ 

RGAL VERKET - L^QWRNRFGLGGFKFVS IGSNAYKQASMT ,T ■ AL YAGADGYN - VEENEGCLLLGWQTRPL IATSAWRINRVE 

SCL19 VERKET-AAQWRIRMKSAGFDP33ILGSSAFKQASMLLSLYATG 

SCR — SGEVKFESWRFIKMQQCGFKGISLACMAATQATI^ 



SSSVLQLiiTFLASEDDC^RKNCAL^^ 



Fig. 29B 
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CBPBT44 partial cDNA sequence 



GCGGCCGCGCAGAGCCGCCGCGTGGCGGTGGCGTTCCAGGCGTACAACGCGCTGTCGCCG 
CTCGTCAAGTTCTCGCACTTCACGGCCAACCAGGCCATCCTGCAGGCGCTCGACGGCGAG 
GACTGCCTCCACGTGATCGACCTGGACATCATGCAGGGCCTGCAGTGGCCGGGGCTCTTC 
CACATCCTCGCGTCCCGCCCGCGCAAGCCGCGGTCGCTCCGGATCACCGGGCTCGGCGCG 
TCGCTCGACGTCCTCGAGGCCACTGGCCGCCGCCTCGCCGACTTCGCGGCCTCGCTCGGC 
CTCCCGTTCGAGTTCCGCCCCATCGAGGGGAAGATCGGGCACGTCGCCGACGCCGCGGCG 
CTCCTCGGCTCGCGCCAGCGGCGGCGGGATGACGAGGCCACCGTGGTGCACTGGATGCAC 
CACTGCCTCTATGACGTGACGGGGTCGGACGTGGGCACGGTGCGGCTGCTCCGGAGCCTG 
CGCCCGAAGCTGATCACCATCGTGGAGCAGGACCTGGGCCACAGCGGCGATTTCCTGGGC 
CGGTTCGTGGAGGCGCTGCACTACTACTCGGCGCTGTTCGACGCGCTGGGAGACGGCGCC 
GGCGCGGCCGAGGAGGAGTCGGCCGAGCGGTACGCGGTTGAGCGACAGCTCCTGGGCGCG 
GAGATACGCAACATCGTGGCCGTAGGGGGGCCCAAGCGGACAGGGGAGGTGCGCGTGGAG 
CGGTGGAGCCACGAACTGCGGCACGCCGGGTTCCGGCCAGTGTCCCTGGCCGGGAGCCCT 
GCCGCGCAGGCCAGGCTGCTCCTCGGCATGTATCCGTGGAAGGGGTACACGCTGGTGGAG 
GAGGACGCGTGCCTTAAGCTGGGCTGGAAGGACCTCTCCCTGCTCACCGCGTCGGCGTGG 
GAGCCGGCGGACGACGCTGCCGCTTCTGCGCCCACCGGTTAACGAGTACGAGCGGACGCG 
TGGGTCGAC 



CBPBT44 partial amino acid sequence 

AAAQSRRVAVAFQAYNALSPLVKFSHFTANQAILQALDGEDCLHVIDLDIMQGLQWPGLF 
HILASRPRKPRSLRITGLGASLDVLEATGRRLADFAASLGLPFEFRPIEGKIGHVADAAA 
LLGSRQRRRDDEATVVHWMHHCLYDVTGSDVGTVRLLRSLRPKLITIVEQDLGHSGDFLG 
RFVEALHYYSALFDALGDGAGAAEEESAERYAVERQLLGAEIRNIVAVGGPKRTGEVRVE 
RWSHELRHAGFRPVSLAGSPAAQARLLLGMYPWKGYTLVEEDACLKLGWKDLSLLTASAW 
EPADDAAASAPTGXRVRADAWVD 



Fig. 33 



Zm SCR GRVAAAFQVF NGISPFVKFS 

CBPBT44 RRVAVAFQAY NALSPLVKFS 

At SCR LKMVSAFQVF NGISPLVKFS 

Zm SCR HFTANQAIQE AFEREERVHI IDLDIMQGLQ WPGLFHILAS RPGGP PRVRL 

CBPBT44 HFTANQAILQ ALDGEDCLHV IDLDIMQGLQ WPGLFHILAS RPRKPRSLRI 

At SCR HFTANQAIQE AFEKEDSVHI IDLDIMQGLQ WPGLFHILAS RPGGPPHVRL 

Zm SCR TGLGASMEAL EATGKRLSDF ADTLGLPFEF CAVAEKAGNV DPEKLGVTRR 

CBPBT44 TGLGASLDVL EATGRRLADF AASLGLPFEF R P I EGKIGHV ADAAALLGSR 

At SCR TGLGT SMEAL QATGKRIiSDF TDKIiGLPFEF C PLAEKYGNL DTERLNVRKR 

Zm SCR EAVA VHWLHHSLYD VTGSDSNTLW LIQRLAPKW TMVEQDLSHS 

CBPBT44 QRRRDDEATV VHWMHHCLYD VTGSDVGTVR LLRS LRPKL I TIVEQDLGHS 

At SCR EAVA VHWLQHSLYD VTGSDAHTLW LLQRLAPKW TWEQDLSHA 

Zm SCR GSFLARFVEA IHYYSALFDS LDASYGEDSP ERHV VEQ QLLSREIRNV 

CBPBT44 GDFLGRFVEA LHYYSALFDA LGDGAGAAEE ESAERYAVER QLLGAEIRNI 

At SCR GSFLGRFVEA IHYYSALFDS LGASYGEESE ERHV VEQ QLLSKEIRNV 

Zm SCR LAVGGPARTG DVKFGSWREK LAQSGFRAAS LAGSAAAQAS LLLGMFPSDG 

CBPBT44 VAVGGPKRTG EVRVERWS HE LRHAGFRPVS LAGS PAAQAR LLLGMYPWKG 

At SCR LAVGGPSRSG EVKFESWREK MQQCGFKGIS LAGNAATQAT LLLGMFPSDG 

Zm SCR YTLVEENGAL KLGWKDLCLL TASAWRPIQV PPCR 

CBPBT44 YTLVEEDACL KLGWKDLSLL TASAWEPADD AAASAPTG 

At SCR YTLVDDNGTL KLGWKDLSLL TASAWTPRS 



Fig. 34 



